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FS | e s B o R, JLBE DN 4 2 7 3 R TR T (selective
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WA ALY B 25 E(RAPD) YR BERIEZ S
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WA Y F I AR WS R R T B AT R Rk
S TR AR A 1 A8 S R AL L O AR AT 9 A U R A A A T L
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JE AR W R AT R L I O i S E R A T Y
RSO H R UL e AR B 43 L O 2k LA R CER o MILST JF
R R IA
1 REBEVHSEAE
1.1 FEPLY ¥ £ B P DNA (random amplified polymorphic
DNA.RAPD) 1990 4F iy Williams™ Fl Welshl™™ & 7 T
RAPD 437535 . RAPD B {45 I 5 4~ 35 1 41 DNA 9 £
AP, #E PCR R A % FH 42 58 00 B8 HL 51 9 4F 35 41 DNA
AT BT 1 BT 19 DNA B2 & 50, Ik 18 68 IR L &
U T R PR RS R o3 e 1 2 A TR R 9 0 L T
MFHEEREEYA L ERAT . SR HERA S
51 R UC P H: e 91 7 s () B R B B A B 25 R &l
PCR W4 34 J5 . B 45 B0 A9 945 7 W 0 /N R B o A ] 53X
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Bk . AT DA AE I A AT 5 BT R AR AR SR AR
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WARFEAR 2 [0 B, L A0 - B 1k 22 45 10 52 B0 B OB 3t 1% 1 Bk
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W R Mg PFGE B BRI W 4E S PFGE Ji ki & IR,
1.2 P B K EZ2 5 (Amplified Fragment Length Poly-
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AFLP™ % )5 454 7 RFL P fl RAPD R #4552 —1
A H P A A A X B SC G A AR, W AR AR R 2 S AR
oY FEASL A Ay B, AFLP 48 45 (9 B 7T LLVE S 8
BN RET — N ERAZ SN0, AFLP AR
PR D) A 0 22 25 1 A R 6 S I 3R A R T R 5 9 | W i B
TS ARV R B A W 3 . DNA Fr B i el DL
) Tl ) B ET0 ) 4 R 3 A% R P R AR 0 D) BB E K
KA NI 2 M. XA BAR A &%, it A TR
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WAL AFLP(SD-AFLP) | = R il #: §§ U] AFLP(TE-AFLP) .,
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1.3 Jhkf 37 5 ke W3 Yk (Pulsed-field gelelectrophoresis, PFGE)
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B VK Bl AR SV A 0 AL SR SE R A R IR AE R L AR — A
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