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Same Gene in Expression Profiles of Both Squamous Esophageal Cancer Tissues
and Adjacent Normal Tissues Related to With and Without Family History
Jiang Yuzhang
(Department o f Medical Laboratory sthe A f filiated Huai'an First Hospital of NJMU, Jiangsu 223300 ,China)

Abstract: Objective To investigate the same in gene expression profiles of both squamous esophageal cancer carcinoma(ESCC)

and their adjacent almost normal tissues related to both with and without family history. Methods The ¢cDNA retro-transcribed

from mRNA from both 3 cases( | group)and 6 cases([[ group).which consisted of equal quantity of both squamous esophageal
cancer tissues and adjacent almost normal tissues related to both with and without family history, respectively, were labeled with

Cy5 and Cy3 fluorescence as a probes. The mixed probes were hybridized with a piece of Biostar H-140s single dot human whole

gene chip. Results  There were 1 855 genes in | group and 613 genes in the [[ group respectively, which were up regulation or

down regulation. Furthermore,of 60 genes whose Cy5/Cy3 ratios were simultaneous express abnormal in both | and [I group,in
addition to 30 ESTs, 30 genes were in GenBank, which included 26 genes that had not reported relating to squamous esophageal

cancer except 4 genes. Conclusion Microarray may play important roles in explore the same change of both ESCC and their adjacent

almost normal tissues related to both with and without family history.
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