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WAF L T RBSEE AR Ao i) ERIBHKE 20 621 4, % A FLOW-SSO #= SBT 7 % # 47 HLA 4 A, 5 R
% 45 F KA PCR-SSP 4 A 3% A /7 # Gk . BT A #o Ml 4 K 45 DNA 4% 8 # + TECAN 2 3 DNA # 3§ 35 T 4k 35 sk EDTA-K,
FEGI A APt R O 112 65L& & P 240 2] HLA-DRB1 @454 R B 27 A, Ja6 45 < 1 40 7 AN B4R 04
HLA-DRBI 45 5 45 45 B a9 4 A7 £ 7 A 463t 5 & L (3" =42.39,P<C0.05), & HLA-DRBI » 0408 £ % #] 48 ' 49 %4 37 & &
T af R (y" =4.19,P<C0.05) , A8 4t L 1 E RR=6. 34(y* =4. 20, P<C0. 05) ; HLA-DRBI » 0901 /& 5% 4] 48 v ¢4 5 45 2 B 97 5 A
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Abstract: Objective To examine the correlation between breast cancer and HLA-DRBI1 alleles of class [l . Methods Using
FLOW-SSO HLA typing methods and LUMINEX 200 liquid analysis platform to 112 cases of breast cancer patients, which have
been confirmed by clinical cases group. Control group is the 20,621 volunteer donors,which from Guangdong sub-library, “Chinese
hematopoietic stem cell volunteer donor database ”. PCR-SSP typing confirmed the ambiguous allele pairs. All DNA samples extrac-
ted from the peripheral blood of anticoagulant EDTA-K, by automatically extracted station of Swiss TECAN Company. Results 27
alleles of HLA-DRBI1 were found in the 112 patients with breast cancer. The distribution of the allele HLLA-DRBI between the case
group and control group had the statistically significance(y* =42. 39,y=27,P<C0. 05). By further analysis,we found that the allele
frequency of HLA-DRBI % 0408 in case group was higher than that of the control group(AF .. gouwp = 0. 008 94 AF onirol group — 0. 001
4,4 =4.19,P<C0.05). Relative risk RR=6. 34 (y* =4. 20, P<C0. 05). The allele frequency of HLA-DRB1 * 0901 in case group
was 0. 205 4, while in control group was 0. 150 1,the case group was higher thant hat of the control group(xZ =5.33,P<C0.05).
Relative risk RR=1. 63(y*=6.50,P<C0. 05). The allele frequency of HLA-DRB1 % 0701 is 0. 026 8 in case group,while AF=
0. 086 1 in control group(y*=10.00,P<C0. 05). Relative risk RR=0. 24 (y* =11. 37, P<C0. 05). Other allele’s frequency distribu-
tions and relative risk, which were examined by y* test(P>0. 05) , had no statistically significance. Conclusion HLA-DRB1 * 0408
and HLA-DRBI1 * 0901 may be the two susceptibility genes of the breast cancer,and HLA-DRB1 % 0701 may be the protected

gene avoiding the breast cancer.
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I S 3 R T A0 B 3 A R P DR KR D . R S i B A
WD BEAT 02 . AT B g AR A e B 2 402K 4 R
B M g LT A g R R B R M A R R A R
i A 25, XTHRA . rp AR I T 20 A B MR SRR T AR 4
PER AR ISR ERE 20 621 4], 4E#Y 18~45 %, % HLA S H
Z AR A S5 R A TESE R W] HLA B R e A 2819 35t 1%
AEAE k3 22 5 o BRI X et 4 oA A A i) O o

1.2 U550 4 330 DNA 2 BC L /E o G 1 TECAN
INTD R AR 4y Ot 6 B Y (Biophotometer, % [E Eppendorf 2%
A)),GeneAmp PCR system9700 (3 [E ABI /A &]) . LUMINEX
200 W AH A BT - & (35 [ LUMINEX 2 &) 5 {2 (3£ [E ABI
3730). 3 M A HER BT . FLOW-SSO £ [ 43 3 7 &
(HLA-DRBI high-typing kit, 3¢ [E One-Lambda 2% @) . 7 i
# £ (Atria Genetics AlleleSEQR HLA-DRBI, 2 [E Atria) .
PCR-SSP 43 i & (Kt #t Olerup A D). Bk¥E DNA 21
W H & H % E PROMEGA 2 /24l

1.3 Sk

1.3.1 DNA $##H % [l 2 EH PROMEGA 72w (1) % B
DNA 2B 7 & B EDTA-K, $EE R M 42 1 400 p L, i X%
Z£7K 300 pL. 52 %R 47 0.5 h,13 000 r/min # .0 1 min, & |
WA 500 pL 2R G, il T CE 3 d 580 2. 1
Fii 1 TECAN 2w 9 4: B 3 DNA $#2 i TAEuh #4742 M, %
Sy ot o B UK M A260/A280 1 DNA ¥R ¥ 5 % M.
A260/A280 3 1. 65~1. 90, DNA 5 H 40~100 ng/ul,
1.3.2 HLA 4B 5 40 ¥4 F] LUMINEX 200 ¥ AH 43 #r

V-5, &kl FLOW-SSO 75 ik # 47 HLA 43 89, % 20 % 1]
FLOW-SSO F1il F£ J7 ¥ (sequence based typing, SBT) #1743
B, SBT 43 7 B AF 2T Assign K /F QR KX F] ML Conexio, 3. 5
R o AN A 22 1) 285 28 0 SR Y 50 R S 1 51 (sequence spe-
cific primer, PCR-SSP) 43 B i 1 7 1 Ih . H AR ST 88 245 R 34
Z: R Ul W1 45 R AT
1.4 Guiteeb ™ B ah BER A ¢ A5 . MW G T
HARRR=P+ XC-/P-XC+, RR=1 i, P # T X; % RR
=1L WA R P A B ST s RR<TL, 3R 7R 354 1 45 407 35 R %
A HRBUE R R, L P<0. 05 Rk R
AT L.
2 % R

112 3] 2L Mt gt 58 2 oh 246 0 39 HLA-DRBI A 7 55 437 5k [
27 Ao W B 5 T BB 2H P BE AR Y HLA-DRBL JiE {7 55 o7 K&
B 43 A 22 5B B 2 B X (y = 42,39, P<C0.05), i —4
S3BT & B HLA-DRBI x 0408 7845 f5i] 26 Hh 1y 43 7 451 2% W] & &5
T B (AT 5 1 4 = 0. 008 9, AF X I 21 = 0. 001 4,y =
4.19,P<C0. 05) , X} fE B iE RR=6. 34 (y* =4. 20, P<C0. 05),
HLA-DRBI » 0901 7£55% il 41 v (¥ % {37 3 5 35 2%y 0. 205 4, ]
B TR 0,150 1(y* =5. 33, P<C0. 05) , I Xt fE I
RR=1.63(y*=6.50,P<C0.05), HLA-DRBI * 0701 7E i f5l
AL B 43 A AR ALK 0. 026 8. B AR T XJ FR 41 vh i 0. 086 1
(" =10.00,P<0. 05) , FX fE I E RR=0. 24 (y* =11. 37, P
<C0..05) o HoAt 55 07 5 (R 1 A0 %8 43 A 2% S I AR R S I BE 4 o
Ko 2% 5 % it 2 % X (P>>0.05), X #i M HLA-DRBI =
0408 ,HLA-DRBL % 0901 7] fig J& L i 3 119 5y & 6 L 17 HLA-
DRBI % 0701 A FiJ& 7L I g i PR 4r B I, I3 1,

I

®1 HOIASWREA HLA-DRBI S ERKNMERSH R EEX R E

LA DREL « P PILL (n=112) X HRZH (=20 621) RS RR RR {11 o
SR SRR AR EANE RIS G VRIS EAOND) R ot
0101 7 0.031 3 735 0.017 8 1.59 1. 83 1.72
0301 13 0.058 0 2 189 0.053 1 0.11 1.15 0.22
0401 1 0.004 5 312 0.007 6 0.02 0.59 0.02
0403 4 0.017 9 742 0.018 0 0.06 1. 00 0.06
0404 1 0.004 5 343 0.008 3 0.07 0.53 0.07
0405 11 0.049 1 1990 0.048 3 0. 00 1. 05 0.02
0406 5 0.022 3 1049 0.025 4 0.09 0. 88 0.08
0408 2 0.008 9 59 0.001 4 4,194 6. 34 4,204
0701 6 0.026 8 3 552 0.086 1 10. 004 0. 24 11.374
0803 17 0.075 9 2 694 0.065 3 0.41 1.16 0.31
0809 2 0.008 9 111 0.002 7 1.31 3. 36 1.31
0901 46 0.205 4 6 189 0.150 1 5. 334 1.63 6.504
1001 2 0.008 9 608 0.014 7 0. 20 0. 60 0.19
1101 10 0.044 6 2 475 0. 060 0 0.93 0. 66 1. 40
1104 1 0.004 5 192 0.004 7 0. 20 0. 96 0.21
1201 6 0.026 8 1 445 0.0350 0.45 0.77 0.40
1202 23 0.102 7 3 807 0.092 2 0.29 1.15 0. 36

1301 2 0.008 9 496

0.012 0 0.01 0.74 0.01
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HLA DREBL » TP (n=112) X HRZH (n=20 621) RS RR RR {1 o
AR SAEERRAR SRR SRR AR ot Lol
1302 7 0.031 3 1373 0.033 3 0.03 0. 81 0. 24
1312 1 0.004 5 304 0.007 4 0.01 0. 60 0.01
1404 2 0.008 9 202 0.004 9 0.15 1. 84 0.14
1405 6 0.026 8 855 0.020 7 0.16 1.32 0.17
1407 1 0.004 5 70 0.001 7 0. 04 2. 64 0.03
1454 9 0.040 2 1172 0.028 4 1.11 1.29 0.49
1501 21 0.093 8 4 685 0.113 5 0. 87 0. 85 0.45
1502 9 0.040 2 1174 0.028 5 1. 10 1.31 0.53
1602 9 0.040 2 1 383 0.033 5 0. 30 1.26 0.43
A, P<0.05,
3 3 i WL,
LA B8 57 F & W 2% J7 I A6 HLA 43 8 v iy i .
2% i

HLA 76 B A G 8 | G 8 1T 8 S LA R 9 A 56 P 5T o
R 352 SIS H 2 800 98 4 T K2 BESROK . 1k
Jpigifbn s HLA JE R 4340 HA B 1 0 Fe s 35 22 5. %
Oy BESR BB IT H AR A W 4B 8 HLA 5 [K A8 A & BF 78 H 1
L RHE .
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i HLA-DRBI « 0701 7] Gg J& ZL A% Ja 09 DR 9 2 9. R 2L B o LA
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5509 A S M e TR RS Wi o R L,
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DR TR 1 35 5B WAL 58 RS 4 56 . Meora %4l
$ i HLA-DR F1 3, -5 3k 25 1 7 FL I B8 1 78 70l o 2 1 2L i
T RE A8 (¥ R 3E R [R) L W] R 23 B — AN 12 WS AR LA K AE W) AT
Jo A o I ELAE B XS R ) S VA YT BT L P S 9. HLA 1Y
FIRTT LIAE I MRS A — A5 5. AR E RN HLA-
DRB1 % 0408.,0901,0701 3 /% v 35 K 0] 7 kb ik 48 56 0F 55 9
IR,
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