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Study on the genes of efflux pumps in multidrug resistant Acinetobacter baumannii
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Abstract: Objective To investigate the correlation between drug-resistance and the genes of efflux pumps in multidrug resist-
ant Acinetobacter baumannii( MDR-ABA). Methods Four kinds of genes of efflux pumps (adeB.md fA.qacE/\1.tehA) were de-
tected by PCR. Results Among 20 detected MDR-ABA strains,95% (18/20) were with adeB,md fA and gacE/\1 genes of efflux
pumps,but none of the 20 stain were with rehA gene. Conclusion Multiple-drug-resistance of MDR-ABA might be mainly caused
by the highly positive rates of genes of efflux pumps and this mechanism might have epidemiology significance.
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