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Abstract ; Objective
PVL,TSST-1gens and the correlation between the genes and the pathogenicity. Methods
detected for PVL ,mecA and TSST-1 gene s by PCR. Drug-resistance was detected by disk diffusion method. Results
strains, the detection rate of mecA gene was 55. 4% ,among which 22(30. 3%) stains were with PVL gene. Among the strains with
PVL gene,36.6% were MRSA and 21. 2% were MSSA, and the difference between the constituent ratios of MRSA and MSSA
were not statistically significant(P>>0. 05). 5(6.3%) stains were with TSST-1 gene and were all MRSA. MRSA strains were re-

To investigate the antibiotic-resistant characters and distribution of Staphlococcus aureus(S. aureus) with
74 strains of S. aureus were collected and

In total 74

sistant to 16 antibiotics with the exception of vancomycin. Conclusion S, aureus with PVL and TSST-1 genes could possess stron-

ger drug-resistance and pathogenicity, which might bring difficulty to clinic treatment.
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