FrAb i [ Ze 7 2011 48 11 A % 32 %4 18 #1  Int J Lab Med, November 2011, Vol. 32,No. 18

FERBITE BB AREE K B IR B E P aac(6')- T b-suzhou BUELE"

THAE B HEER REZ HEAF,EIR!
(1. TREBERAETPOCERELEA 050011;2. TLEHKRZHE —ERSBA,. 5 E 050000,
B.AREERETHERERARA 050012)

 E:BW TRREANSEEma AR E TR E A (ELBLs) X 3R A H e at 545 SRR . FiE
JAS K I3 k4m 59 4k = ESBLs 9 KR A A A 11 Ardu A Z e A, R AR S84 R B (PCR) &M qnrA.qnrB f# qnrS,
qnrC.aac(6)- T b & qepA £ B .55 ¥ 3 L B qnrB.aac(6')- [ b ol 5 /& 847 BLAST sext o7, &8 59 % =8 # B-A
BB B 69 K W 32 A 1 3540 8 qnrB 3 #k (5. 1%0) aac(6")- 1 b 22 #(37. 3%) ,qnrB £ 0| 53 % % qnrB4,aac(6")-1 b 20| FiE % A
aac(6')-T b-cr & 1 % (1. 7%) F2 aac(6')- | b-suzhou & 3 4k (5. 1%) ., &t KWBEAHE S TG L =87 ik 3 A B &

% qnrB4.aac(6')-T b F» aac(6')-T b-cr AR H X ; AMAAB N T RAKXHBEA B T4 aac(6')- T b-suzhou A A K,
EBWR:KMATE; AR ABRES;  aac(6)- | b-suzhou B A A
DOI:10. 3969/j. issn. 1673-4130. 2011. 18. 002 HRFRIRED A NEHS:1673-4130(2011)18-2046-03
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Abstract: Objective To elucidate the influence of quinolone resistance gene, mediated by plasmids, on the characteristics and
mechanism of drug resistance in Escherichia coli(E. coli) producing extended spectrum g-lactamase(ESBLs). Methods The suscep-
tibility of 59 strains of E. coli to 11 kinds of antibiotics was detected by disc diffusion(K-B method). Drug resistance genes, inclu-
ding qnrA, gnrB,qnrS,qnrC, aac(6')- | b and qepA were identified by polymerase chain reaction(PCR) and confirmed by sequen-
cing and BLAST analysis. Results Among the 59 strains of E. coli, 5.1% (3/59) were positive with qnrB gene, 37. 3% (22/59)
with aac(6')- ] b. The qnrB genes were confirmed to be qnrB4, aac(6')- [ b gene were confirmed to be aac(6')- | b-cr type for 1
strain and aac(6')- | b-suzhou type for 3 strains, by sequncing. Conclusion The mechanisms of this multi-drug resistance in E. coli
were related to the production of ESBLs and the exist of qnrB4, aac(6')- I b and aac(6')- I b -cr type genes. This study was the

first report that aac(6')- [ b-suzhou type gene could be detected in E. coli.
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