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Pathogen distribution and drug-resistance to detected in neurosurgical intensive care unit
Lin Dingzhong
(Department of Clinical Laboratory . Huiyang Hospital . Huizhou,Guangdong 516211 ,China)

Abstract: Objective To investigate bacterial resistance of clinical isolates from neurosurgical intensive care unit and find out
pathogen distribution. Methods 369 strains of bacteria were isolated from clinical samples between 2009 and 2010. Results The
number of gram-negative were 236 strains(64 %), gram-positive bacteria were 77 strains(21%), candida were 37 strains(10%),
other bacteria were 19 (5%). According to quantity order, the first was K. pneumoniae, then were P. aeruginosa, stapthyococcus,
candida, E. coli. Gram-negative organisms were different resistant to common antibiotics; but, imipenem, cefoperzone/sulbactam,
cefpriome,amikacin piperacillin/tazo-bactam,had powerful antibacterial activity,not found any stapthyococcus was resistant to van-
comycin. Conclusion The drug-resistance of pathogens in neurosurgical intensive care unit is deteriorated. It is necessary to contin-
uously monitor the drug-resistance of bacteria and rationally use antibiotics.
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