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Abstract: Objective

characteristics of methicillin-resistant Staphylococcus aureus (MRSA) in this hospital. Methods

To investigate antimicrobial resistance and Staphylococcal cassette chromosome mec(SCCmec) genotype

Antimicrobial susceptibility of

MRSA was detected by E-test method, and polymerase chain reaction(PCR) were used to determine the genotype of SCCmec. Re-

sults

All of 62 strains of MRSA isolate were mecA positive, with 1 isolate of SCCmec]Va, 60 isolates of SCCmec]l] and 1 isolate

with unidentified genotype. All isolates were susceptible to Vancomycin, Teicoplanin and Linezolid, and the resistance rate of the

62 isolates to Levofloxacin and Rifampicin were 96. 8% and 82. 3% respectively. Conclusion SCCmec|[ genotype might be the ma-

jor epidemic isolate in this hospital and Vancomycin could be the first choice to treat MRSA infection.
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SCCmecVd-R  TGCTCCAGTAATTGCTAAAG ’
SCCmecV-F  GAACATTGTTACTTAAATGAGCG " 0,016
SCCmecV-R  TGAAAGTTGTACCCTTGACACC ’
MecA-F GTGAAGATATACCAAGTGATT 147 0,016
MecA-R ATGCGCTATAGAT TGAAAGGAT '
2 % R

2.1 HEMROAERAE A A MRSA B L B 49
B (79. 0%, 2k 13 4] (21.0%), 60 % K UL &4 30 f
(48. 4%, 4y i | 3 7 9 FEE 2 5 #h & 4B ICU 10 Bl
(16.1%) , #hZNFHICU 9 i (14.5%) B FF 6 £](9.7%),

M

bp

500

200

100
H 1 mecA EE P EEKLER

B 2 SCCmecMEBERH Y IEHIKER

2.2 EPIZEAVEN 62 Bk MRSA ) mecA B P35y [, H
o1 BRI BE 776 bp A% L 1 BRSR 0 B, FOAY 60 BR AR
280 bp 445, & BB 20 ¥ J5 5 GeneBank E#EA7 H X . ESE 1
¥kl SCCmeclVa B, Hi4y fy SCCmeclll B9, WA 1~3,

M

bp

3 SCCmeclVa HEEH EHKLER

2.3 AHUKKLER 62 bk MRSA X 5 Firbui 254 i MIC fH
W 2.
2 62# MRSA X 5 M EAYE MCI{E (pg/mL)

BN MICso MICgo T 245 1k £ (n) CESESCP
DTS 1.0 2.0 0 0
BENT 4.0 4.0 0 0

I 7% s iz 1.0 2.0 0 0

L AR B 16.0 64.0 60. 0 96. 8
T 256. 0 256. 0 51.0 82.3

3 4t it

MRSA 5| 2 8k Y 1 M 3 2k 2% B0 Ok L 2 5 2 v L T A
ZEMGMFEN EERARCENFNEERSEAGENA
PBP2a T8 . mecA %[N J& PBP2a Wy AL L H, HofE i A £
FRH0 B 259 1 i 25 35 L 2 MRSA B Rt 25 17, [F
MRSA £ B LA Bk B v 2575 it 25 50k, #F — 25 5 K Fn b
R T 25 1) . mecA FEN A T SAU B 8 & & (SCC-
mec) |, SCCmec H—# 3l (1) 5 K7 51, H Al LAVE N mec J&H
7 25 BR A A MR 18] K P 15 38 1 3R Ak 6 MRSA 15 D)% %, 7] it
SCCmec i 7] LA%E A BE mec FEH AN IF 2 W25 5 A . sk,
MRSA {1 ifif 25 HL i 42 75 B Fh 3% A T8 20, — & B R 5 77 4
KR B PR T e (00 350 A5 Wt 245 5 5 — b S i 28 366 181 4 5 1 [
A 252 X W R L F 8 MRSA J iz i 250 .

H AT SCCmee FH A 5 FA M, 43 54 SCCmec 1 ~
SCCmec VT, HAF0#E H H) MRSA #i 17 ¥k 3 2 #1 SCC-
mec [+ B 6 A SN, 790 4t 1% At B 5% 36 32 LA #5 4 SCCmec Il 119
WATHRST . ARG % 7 W MRSA #9 SCCmec F [H ¥t 7
SR, HE BT R B 62 Bk MRSA o, SCCmec [l 2 (5 60 #k
(96.7%) JEFRBERATRI, AFRAGRBE LR B R IH
TR X 5 iy B B R 2 B ) 4% e e 3 AURR L X R R
R 4R 1 Tt 25 224 ) g 96. 8% I 82. 3% , 7E I PRV JF MR-
SA G2 iy IS I3 1 1 7 0 B R H R TG R BT 25 A
AR AT AR T B T R 2 AR
B 105 A2 50 2 T R B T e A T R

#E X ARk MRSA(CA-MRSA) iy F H A & % 1 & B0
PR R H 2 i (i R AT FTRE S BB G S E U H
AT IG PRFFT 00 3 40500 e B 56 T CA-MRSA (1 4% 38 48 %
B BN X W KR R LR A B e 2 AR PR Ay CREESE 773 T



EHFHREFLL 20124 4 A% 33%% 7# Int ] Lab Med, April 2012, Vol. 33,No. 7

o 773 -

W UU YL S5 24 R 43RS F 104 3k 38 L 350 70 2 38 A 0L )
W By o ™ A W TR L 5 DR - B B0 RE T 5 UKL W K i
T 26 A 3 3 TR A I 200 L A A R R A2 R RE R . UU R
SBALHBE SR ALM ARG DI RE R T HL vl RS B A i = Ak
T B R T 09 kAR R DT 5 A A 9 ] Ok
LR RGN, X TR RSB A AT EEEEZ
__.[10]

23 RYBHAFTIELRF CT B INEH K 7% 5 05
N WEBRRBH SRR THEA, ZRERIT¥E X (P
0.05) HIGIE R 5 M4 ik 25 7 LG i 2% B L (P>>0.05),
CT 2 28 AU AT 52, R 6K 7B &8 5 B IR RS 7 i Al Tt
fRUY, Eley % AR 53 2 W B M 2B JE G CT R 2 8O
B RE AR S WU I TR . B CT RS — MROE
WRBE EIRIT A S I AT R g PRI R AT

4 FRW] NG J& Y B PE 2R 8 & 5 B P R A ) %
BE AR ORI R, 2 R A Gt 8 L (P<C0. 05) . K
TS WA L, 2 RIS B L (P>0.05), NG &
Pl fEJE B AT MR Z — . (1)NG B Y% IR I8 A
Joi oA B R TE Y TR B R AE b R A M O AT B I HEA
B 2N N A B IR R A el R I A JE S B RS 4
B AR A M D R R B R . (2) NG L FIBE T
J5 HE L P9 R T B B R TR SR R IR H ] A U U R
GIREE iy R=R e

2% 30k

(1] MARE. AT EE RE EE R R R R 2o prlT]. b
ok 5L 2 &, 2007 ,15(6) : 114-115.
[2] A5 BRI SC, F R . A 28R 0 JORE 75 39026 W AR B4 S

R E T WM. 4 f. JEaT AR IAE A, 2001 15-64.

(3] BEH. AEAFRANRZEEAIMI il & HRK3 W A,
2003:42-43.

[4] Kim SW,Kim KD, Paick JS. Microdeletion with in the azoosper-
mia factor subregions of the Ychromosome in patients with idio-
pathic azoospermial J]. Fertil Steri,1999,72(2) :349-353.

[5] Saleh RA.Agarwal A,Kandirali E,et al. Leukocytospermina is as-
sociated with increased reactive oxygen species production by hu-
man sperma-tozoal J]. Fertil Steril,2002,78(6):1215-1224.

[6] Fraczek M, KurpiszM. Inflammatorymediators exert toxic effects
of oxida-tive stress on human spermatozoal ] ]. J Androl,2007,28
(2):325-329.

L7018l KSR L 5K W43 BT 5 50 i TR S5 MR J g R H0RE F 91t
SR AT, o R 23,2004, 18 (1) : 9-10.

(8] Z=u. fip IR SR MY X BB LI ] E BB 20k,
2004,18(6) :41-43.

[9] Shang XJ, Huang YF, Xiong CL, et al. Ureaplasma urealytieum
infection and apoptosis of spermatogenie cell[ J]. Asian J Androl,
1999,21(3):127-129.

[10] Xu C.Lu MG,Feng JS,et al. Germ cell apoptosis induced by ure-
aplasmaurealyticum infection[ J]. Asian J Androl,2001,3(3):199-
204.

(1] fiE A ML IR A F SRR IM]L 4 B db et AR AW
1kt . 2007+ 317-320.

[12] Eley A, Pacey M, Galdiero M, et al. Can Chlamydia trachomatis
directly damage your sperm[]J]. Lancet Infect Dis,2005,5(1):53-
71.

(cfs H . 2011-12-13)

(EH5 770 5O
B3] 248 Hk MRSA, H 38 #k 2 CA-MRSA, 2y 7 15%11,
L2 B A DA GG PR 7 9% 4K 45 5 B 2 SCCmec 43 BUAK R L )
B R TR E R BT, AR & B 1k SCC-
meclVa BIG#R, g 1 ] 33 & Ltk B AR A AU ML 72 A
e B0 ol JBOARE A SR AT A V0 Rl I 5 e SRR e o T LA A 4 e XK
e ¥ 7 R

WAk AL 2 BT MRSA K 2 fi e 19 B 2 4R #f
ZHMRE ICU & B ICU F& B 42 78 B B ok e 45 30 ) pj
ST R E v R X L 4 N B T ER B A R AT
X e MRSA 9 (85 617 R B A8 B R B RR YT

&% 3k

[1] Huang YC,Su LH,Wu TL,et al. Molecular epidemiology of clini-
cal isolates of methicillin-resistant Staphylococcus aureus in Tai-
wan. [J]. ] Clin Microbiol,2004,42(16) :307-309.

[2] Klinika C,Zakaznych AM, Lodzi W. Etiology and course of sepsis
in adult patients treated in the Department of Infectious Diseases.,
Medical University of Lodz. Two-year observation[ J]. Przegl Epi-
demiol,2001,5(3) :34-39.

[3] Robert J,Bismuth R, Jarlier V. Decreased susceptibility to glyco-
peptides in methicillin-resistant Staphylococcus aureus:a 20 year
study in a large French teaching hospital,1983—2002[J]. ] Anti-
microb Chemother,2006,57(3) :506-509.

[4] Brown DF. Detection of methicillin/oxacillin resistance in staphy-
lococci[ J]. J Antimicrob Chemother,2001,48(1) :65-66.

(5] /DT, &5, 312 bR o 640 4 BRI 25 f e W oe [T ], Ak
BE e S e 2 7, 2009, 19(5) - 578-580.

(60 A /INP-. B ] i 5 2 9 ) 3R 1 114 75 5 28 45 45 26 11 77 A R R G bk
MIC #H AR FELT . A B2 Bk e 2 2% 7 . 2005, 15(1) 1 9-11.

[7] Melles DC,Hendriks WD, Ott A,et al. Outbreak of methicillin-re-
sistant Staphylococcus aureus (MRSA) in the Rijnmond region: the
largest outbreak in the Netherlands[ J]. Ned Tijdschr Geneeskd,
2004,148(21):1038-1041.

[8] Ko KS.Lee JY.Suh JY.et al. Distribution of major genotypes a-
mong methicillin-resistant Staphylococcus aureus clones in Asian
countries[ J . ] Clin Microbiol,2005,43(9) :421-424.

[9] Cheng S,Suvert DM, Hageman JC,et al. Infection with vancomy-
cin-resistant Staphylococcus containing the vanA resistance gene
[J7].N Engl ] Med,2003,348(14) ;1342-1346.

L1070 Z=fal . JO T, B R, 55 i PP 40 1 bk 4 080 €00 87 4 3R 147 1 3 280 A
FELI]. i E BB 2 44 35, 2008,18(15) : 2122-2123.

(117 BEBEHE  ARARTL. #L X 3RAF M MRSA B4 19 I A5 AE F it 24 1 43
BrlT 1. Rl 2 AN G e 24 R 78, 2004, 24(7) 1 573-575.

[12] Gregory M, Anusha K,Rachel G,et al. Methicillin-resistant S. au-
reus infections among patients in the emergency department[]].

The New England Journal of Medicine,2006,355(1) ;:666-669.

(e fis H 1 :2012-02-08)





