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Abstract : Objective

CDK2 and confirm the interferential efficiency of siRNA on the expression of CDK2. Methods

To construct four new eukaryotic expression vectors of small interference RNA (siRNA) specific for
(1)Four new eukaryotic expression
vectors of siRNA specific for CDK2 were constructed and identified by double enzymic digestion. (2) SHG44 cell line of human brain
gliocytoma was transiently transfected with the four new vectors via oligofectamine. (3) Vector, with the strongest interferential ef-
ficiency, was confirmed by detecting the expression level of CDK2 mRNA using reverse transcription-polymerase chain reaction(RT-
PCR). Results
as pGPU6/GFP/Neo-CDK2-1,pGPU6/GFP/Neo-CDK2-2,pGPU6/GFP/Neo-CDK2-3 and pGPU6/GFP/Neo-CDK2-4. (2) The ex-

pression of CDK2 mRNA was obviously suppressed and the vector with the strongest interferential efficiency was obtained. Conclu-

(1)Four eukaryotic expression vectors of siRNA specific for new targets of CDK2 was constructed and denominated

sion The eukaryotic expression vectors of siRNA,specific for new target of CDK2 and with the strongest interferential efficiency,
was successfully constructed and indentified, which could obviously suppress the expression of CDK2 mRNA in SHG44 cell line.
CDK2
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