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Abstract : Objective
type 2 diabetes mellitus (T2DM) in Chinese Population. Methods

To investigate the association between the polymorphism of —11377C/G sites in adiponectin gene and
Data in PubMed, Embase, Cochrane Library, Springer, Ovid,
CNKI, VIP and Wanfang Database were retrieved before November 2011, cases studies on association between adiponectin gene pol-
ymorphism—11377C/G sites and T2DM in Chinese Population were collected. Quality of included studies were evaluated,and valid
data were extracted and analyzed by Review Manager5. 0 software for Meta analysis. Results Twelve case-control studies on adi-
ponectin gene —11377C/G site,involving 2 598 patients of T2DM and 4 508 controls. The results of Meta-analysis showed that, of
the correlation of adiponectin gene —11377C/G site polymorphism and T2DM, there was significance different between G allele and
C alleleflOR=1.14,95%CI (1.03—1. 25),P=0. 009], genotype (CG+ GG) and CCLOR=1.19,95% CI(1.06—1.35),P=
0. 0047, genotype CG and CCLOR=1.14,95%CI(1.00—1.29),P=0. 05],and genotype GG and CCLOR=1. 34,95%CI(1. 06—
1.71),P=0.02]. Conclusion Adiponectin gene polymorphism —11377C/G site might be associated with susceptibility of T2 DM
in Chinese Population.

gene polymorphism; meta-analysis; Chinese
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