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Rapid diagnosis of levofloxacin resistance in Mycobacterium tuberculosis by gene detection
and microscopic observation drug susceptibility *
Chen Junlin sGu Delin s Shi Junwei s Zhu Pethua
(Department o f Tuberculosis Medical s Nantong Sizth People’s Hospital s Nantong s Jiangsu 226013 ,China)
Abstract ; Objective To study the value of gene detection and micro-scopic observation drug susceptibility for rapid diagnosis of
levofloxacin(LLFX) resistance in Mycobacterium tuberculosis(MTB). Methods H37Rv and 32 clinical isolates of LFX-resistant tu-
berculosis were studied. The gyrA genes were identified and the corresponding quinolone resistance determining region(QRDR) was
sequenced. 24-hole cell culture plate was used to detect the susceptibility of MTB to drugs in liquid medium. Results Gene mutation
wasn't found in H37Rv. 29 isolates showed gyrA mutations and the mutation rate was 90. 6 %. Among the 32 MTB isolates resist-
ant, 31 isolates showed resistance to LFX and the concordance rates of susceptibility between MODS and L-] was 96. 9%. Conclu-

sion The GyrA mutation detection could be a rapid diagnosis method of LFX resistance in MTB, but could not totally identify low

resistance and high resistance. MODS assay could be used for rapid screening of LFX resistance in MTRB.
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