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Abstract: Objective To explore the etiology characters of adult febrile respiratory syndrome(AFRS) in certain area. Methods
Nest-polymerase chain reaction was performed for the detection of influenza virus (Flu-A, B and C), respiratory syncytial virus
(RSV)-A and B,adenovirus(ADV) ., parainfluenze virus(PIV)-1,2,3 and 4.human coronavirus(HCoV) , metapneumovirus(MPV)
and bocavirus(BOV) in sputum specimens from patients with AFRS. Results 610 cases of sputum specimens were collected,among
which the positive rate of virus was 8. 5% (52/610). The detection rates arranged from high to low were Flu 5. 57 % (34/610) ,RSV
1.48%(9/610),ADV 1.15%(7/610),PIV 0.49%(3/610) and HCoV 0. 16%(1/610). Two cases of combined infection were dem-
onstrated, including Flu-A/ADV and PIV-1/HCoV. The most frequent infected patients were aged people more than 60 years old,
accounting for 71. 15% (37/52) , followed by patients for 40 — 60 years old, accounting for 23. 08% (12/52). Most infected cases
were demonstrated between July and September(P<C0. 05). There was no statistical difference for the positive rate of virus infection
between male and female(P>0. 05). Conclusion The most frequent pathogens might be Flu and RSV in patients with AFRS in
this area.
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