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3 misidentification cases of Brucella species by automated microbial identification system and literature review "
Yang Jing sRen Xiaoging , Chu Meiling sMa Jun ,Ren Wei ,Wang Lu ,Meng Dongya”
(Department o f Clinical Laboratory ,General Hospital of Shenyang
Military Area Command ,Shenyang ,Liaoning 110840, China)
Abstract: Objective To investigate the reason and limitations of 3 misidentification cases of Brucella species by VTEK2 Com-

pact microbial identification system. Methods Strains were isolated from blood culture of two patients suffering from fever without
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apparent causes and one from bone marrow culture of a patient having left tibial lesion. The strains were identified through VTEK2
Compact microbial identification system, morphological methods and routine manual biochemical methods. 16S rRNA gene was am-
plified through PCR and sequenced. The resulting nucleic acid sequences were homologically compared. Results Three slowly
growing strains of gram negative curtobacterium were isolated, which were initially identified as Bordetella bronchiseptica(1 case)
and Ochrobactrum anthropi (2 cases) through VTEK2 Compact microbial identification system and GN identification card. 16S
rRNA gene sequencing results showed 100 % matching with Brucella melitensis or Ochrobactrum anthropi, which completely exclu-
ded the possibility of Bordetella bronchiseptica. Negative result of motility test excluded Ochrobactrum anthropi. Re-identification of
preserved strain through VTEK 2 Compact microbial identification system and GN identification card showed Brucella melitensis.
Reviewing literatures, we found that misidentifications of Brucella species using some commercial bacterial identification systems
have occurred in the past. Brucella species has been misidentified as Moraxella phenylpyruvica, Ochrobacterium anthropi, Haemophi-
lus influenzae biotype IV and Moraxella species. Conclusion 16S rRNA gene sequencing method could be an efficient means of clin-
ically identifying slowly growing gram negative bacilli. Automated microbial identification system might have obvious limitations in
identifying slowly growing bacteria such as Brucella melitensis. Misidentification could mislead clinical therapy and epidemiological
investigation of such infectious disease as Brucellosis. It could be suggested that the microbial identification system manufacturers

improve the expert system and notice to discriminate with Brucella species when the above-mentioned strains were identified so as to

effectively prevent lab-acquired infection caused by Brucella species. Articles lacking molecular biological diagnostic methods to i-

dentify the above-mentioned rare pathogens should be reported deliberately.
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Study on the hospital staphylococcus aureus clinical distribution and drug rsistance in 2011
Lu Jian fu,Dai Qiyu” ,Feng Zhenzhen ,Wang Huiying ,Qian Lei , Deng Kun
(Department of Pathology ,No. 371 Central Hospital of Ji'nan Military Area Commands . Xinxiang, He'nan 453000,China)

Abstract: Objective To investigate the 2011 hospital Staphylococcus aureus(SA) and methicillin-resistant Staphylococcus au-
reus(MRSA) clinical distribution and the resistance to commonly used antimicrobial rate for the control of nosocomial infection and
clinical rational use of antimicrobial agents provide a basis. Methods SA and MRSA drug sensitivity results of 2011 in this hospital
were retrospectively analyzed. Results One year have been isolated SA 146 strain, mainly from sputum of 49 strains(33. 56 %) , pus
37 strains(25. 34 %) ,urinary and genital tract secretions of 11 strains(7.53%). Strain distribution three department is the Depart-
ment of Neurosurgery 36 strains (24. 66%), 24 strains (16. 44%) trauma surgery, respiratory digestive department 17 strains
(11.64%). Among 29 strains of MRSA(19. 8%). Isolation of 146 strains of SA to vancomycin, linezolid all sensitive to erythromy-
cin, clindamycin, which MRSA, tetracycline and ciprofloxacin showed higher resistance rates, more than 70%. MRSA on a variety of

antibiotic resistance rates were significantly higher than that in MSSA and multiple resistance. Conclusion Based on the SA clinical
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