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The study on gene mutation about 9 strains of Brucella melitensis”
Li Guixia ,Song Fayun ,Yu Baohui

(People’s Hospital of Tancheng in Shandong Province 276100, China)
Abstract: Objective To isolate 9 strains of pathogens from the blood of patients and identify the species of the strains,and to
analyze the differences between the nine bacterias and the standard strains on DNA levels. Methods Conventional type test were
carried out to identify that all of the 9 stains were the Brucella. Molecular biology techniques were used to clone the pathogenic
genes OMP25,0MP31,UGPB and BP26 of the nine Brucella, DNA sequencing and comparative analysis. After sequnecing, com-
pared with the standard strain. Results All of the 9 strains of pathogens were Brucella melitensis.and compared with the corre-
sponding gene sequences of standard strains. We found that there were the same or different differences between the nine strains and
the standard strain on DNA levels. Base mutations, deletions, insertions, and other forms have appeared. Conclusion It could be

confirmed that the 9 strains isolated from the blood of the patients were Brucella melitensis,and had the molecular differences be-

tween the 9 stains and the standard strain.
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