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Identification of rare HLA-C alleles by full-length sequencing
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Genomic DNA was extracted from blood

»He Liumei® , Zhang gian' ,Yang Dongyan' ,Wang Daming*

Abstract ; Objective
samples by quick DNA purified kit and then tested by HLA-C locus’ commercial SBT (sequence-based typing) kit. The purified

To test and analysis 2 rare alleles that donors carry. Methods

PCR product was used as the DNA template in the sequencing reaction, forward and reverse sequencing primers in commercial kit
were used for the sequencing of exons 2,3 and 4. 4 direct sequencing reactions of PCR product for exons 5 in both directions, exon
6 in forward direction and exon 7 in reverse direction were performed using self —developed kit. Sequencing result was analyzed with
Assign-SBT 3. 5. 1. 45(Conexio Genomies) software. The samples were tested by PCR— sequence specific primer(PCR-SSP) again.
Results 63 and HLA-C % 01 :

be used to make sure the ambiguous SBT results. The 2 rare alleles also provide an available basis for the establishment of the HLA

HLA typing results of the samples were HLLA-C % 07 : 24. Conclusion Full-length sequencing could

high resolution typing database for China Marrow Donor Program.
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P41 DNA SBREGR 7 & 300 5 0 0. 3 mL 4 i i 4 3 P 41
DNA iy 5230 2 )7 #EAT 8 TR 2 i T — 30 C vk 4 VR 77 4
1. DNA ¥ B #1453 50 ng/pL FEAT s Asso / Aoso (HIEHIFE 1. 80
LA B W R UK SR TR R

1.4 HLA-C {3 £ 55 4 HE K - 3 B e 43 74

1.4.1 HLA-CfiS4b % F PCR Y1 ™%+ HLA-C fi/
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4 pL EEH 4 DNAE A G B0 . (3B I i AR 3 36 J5 A
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PCR-SSP 431 2 52 fi FH fil 6% 4 55 1831 4 5 o7 ik R 19 51 4y
i PCR ¥ 4K 7 51 22 285 1k 0 Jr i ot Bk 1V 25 A 3 R o 5
514 PCR ik, W 20 3 Uk B B2 40 A7 i B ple s HLA R,
BE L T RR T R A5 A RE SR R R AT HLA 435,

Moya-Quiles ZF7 48 ), HLA-C = 07 XA BT AH K2
PEHEF RO R R . B R LS E RO AR,
HLA-C % 01 ¢ 02 J& K5 0l 4 2458 19 fE B I8 . i ZE 2012 4F 7
H.Cx 07 4L 403 K Ry 341 4>, C = 01 41 By %5 7 3L K oy 87
4. HLA B @B M 280, IF H & 05 B A 50E 78 B 4R
o, ok, A P E Y RS WO BE R B LR SR R 2
HLA-C % 07 ¢ 02,k 8 HLA-C » 01 : 02, 2% [H [H 5 &8 %



EFMhESLE 2013463 A% 4 %% 5H

Int J Lab Med,March 2013, Vol. 34,No. -

w

AT B LA BT R L 1987 4R & 2012 4F 3 H L 4G
KT NHERI8T3 7570 An A Hh i K & LA HLA-C % 07 : 63
M HLA-C % 01 : 24 3 HT7E4E. H Genebank B IR A A6 Iy %4
I 2 B BB JE o TR DL A STk 4 B B B Gl 3 AR AR B R
N80 R T DAY 3 39 7K T2 S 8 40 B KT i B R R 43 PR A
PIEAEAWT A T2, — 205 RPR 5 FF o L 3 7E 36 [ =
GBI O AT BB TR R L R B RO /D B R D A LAY
5oz il PR A Rl 2 A o [ R B Bl B % 51 ¢ 39,C % 03 ¢ 100,
C%08:22,DRB1 =12 : 10 %, A Rk LR BB Wik £ . IAEK
G W V55 43 245 AL S ARl e DR 8 IR DL 55 6 i DRI AR Oy e 2%
SR EHEE RN EE T . BEE LU LB S AL
JE PR R B U B0 K R 22 A S N 5 SR AT PR N . BBk
RIM C*07 63 J Cx01: 24 Jy HLA-C (48 & BF 5% K +p
A EREE T HLA & 40 R RO PR AT SR AL T/ UKk YE . ET C
* 07t 63 o Cx01 ¢+ 24 &3 R4 % 242 KT 1/50 000,
I 5 A SR R R AR ORI L I T % HLA-C BE [ i 43 AR
o BoR R DO A R AT i — 2 I IRAIE .

2% ik

[1] Colonna M, Brooks EG, Ferrara GB, et al. Generation of allospe-
cific natural Kkiller cells by stimulation across a polymorphism of
HLA-C[J]. Science,1993,260(5111):1121-1124.

[1] Colonna M, Brooks EG, Falco M, et al. Generation of allospecific

natural killer cells by stimulation across a polymorphism of HLA-

C[J]. Science,1993,260(5111) :1121-1124.

[2] Petersdorf EW, Longton GM, Anasetti C, et al. Association of

HLA-C disparity with graft failure after marrow transplantation

from unrelated donors[J]. Blood,1997,89(5):1818-1823.

[3] Ferrara GB, Bacigalupo A, Lamparelli T, et al. Bone marrow

transplantation from unrelated donors: the impact of mismatches

with substitutions at position 116 of the human leukocyte antigen

[4]

(5]

(6]

(7]

[8]

(9]

(10]

¢ 521 -

class 1 heavy chain[J]. Blood,2001,98(10) :3150-3155.
Chalandon Y, Tiercy JM, Schanz U, et al. Impact of high-resolu-
tion matching in allogeneic unrelated donor stem cell transplanta-
tion in Switzerland[ J]. Bone Marrow Transplant, 2006,37 (10)
909-916.

Loiseau P, Busson M. Balere ML, et al. HLA association with
hematopoietic stem cell transplantation outcome: the number of
mismatches at HLA-A,-B,-C,-DRB1,or -DQBI is strongly asso-
ciated with overall survival[ J]. Biol Blood Marrow Transplant,
2007,13(8):965-974.

Petersdorf EW, Anasetti C. Tissue typing in support of unrelated
heamatiopietic cell transplantation[ ] ]. Tissue Antigens, 2003, 61
(1):1-11.

Lee SJ,Klein J, Haagenson M, et al. High-resolution donor-recipi-
ent HLA matching contributes to the success of unrelated donor
marrow transplantation[ J]. Blood,2007,110(13) :4576-4583.
Moya-Quiles MR, Alvarez R, Miras M, et al. Impact of recipient
HLA-C in liver transplant:a protective effect of HLA-Cw * 07 on
acute rejection[ J ]. Hum Immunol,2007,68(1) :51-58.

Irish Schizophrenia Genomics Consortium and the Wellcome Trust
Case Control Consortium 2. Genome-wide Association Study Im-
plicates HLLA-C % 01:02 as a Risk Factor at the Major Histocom-
patibility Complex Locus in SchizophreniaGenome-wide associa-
tion study implicates HLA-C % 01:02 as a risk factor at the major
histocompatibility complex locus in schizophrenial J]. Biol Psychi-
atry,2012,72(8) :620-628.

Cano P, Klitz W, Mack SJ, et al. Common and well-documented

HLA alleles:report of the Ad-Hoc committee of the American so-
and immunogenetics [ ] . Hum

ciety for histocompatiblity

Immunol,2007,68(5) :392-417.

(e fis H 9 :2012-08-28)

CE#E5 518 1)
P 3 AR 0 1 9 U 3R A5 1 AR JeF A A 0 24 2R L 7E 1l v RS 80
5 J5 AT REAR e 4 46 00 39 288 B0 A0 41 o 7B /R T B T A ME B Ik
EVE RN H eI ik B, pseudomaller #i B 3L N H

T R I R L 25 SR AR B T 93, 806 (Y fURR BE N 96. 3%
BB SR N IE B T ¥ B & B. pseudomallei W) — A JE H 45
SRR . AL B. pseudomallei ()3 T 51 JFAE Jg 46 I
P RAG I 1ML 15 P #Y B. pseudomallei HLK . 3 BT ELISA
TR & B b 3R AS T AR S e

A G R ER O TR T AN B 2K BE Y O A R
M FRA N NMEPRAS . T A LI AR AR
P A5 B 6k BT LR 74 22 K S P S A B s N TR 1 A
LV VR A A R o BEAT T A AG I 7 0k 09 I A 5 2 52 o Bz )
T ML ARAS B R 58 A Fr T30 — B AT 5T .

S &k
(1] BRotit . & BA 5. 45, T 7R 48 B M 21 Bl IX % 890 W A7 19

WAELT]. PR ATIG 2 4%, 2004, 25(5) : 390.

(2] SERUHR . AW, FI0 W, 4. 28 g % A& L] i A
TAE2%,2002,1(4) :230.

[3] Yang S. Melioidosis research in China[ J]. Acta Trop, 2000, 77
(2):157-165.

[4] BT MR BIH BRI & = FBERKE¥ . 2011, 33

(13):1315-1317.

(6]

(7]

[8]

(9]

(10]

[11]

[12]

[13]

Brent AJ, Matthews PC, Dance DA, et al. Misdiagnosing melioid-
osis[ J]. Emerg Infect Dis,2007,13(2):349-351.

P LA e B PELZ T A DT 58T . o B S 2 42, 1996, 16 (4)
346-349.

DG E o B LAY . 6 S R 18 I A I R N T LT 1. o N
1998, 14(4) 1 42-43.

07 B JBULL UG, 55 PU e S AN S0 R R TR T 2 BT A A
BedP A [T, T BRAG 5 B= 2% 2 &5, 2012, 33(3) : 292-294., 296.

Wi o, AR T SR S8 B TR IS Il 45 A% 6 9 23 L. 1l
RIEE25,2009,49(41):103-104.

Winter SE. Thiennimitr P, Winter MG, et al. Gut inflammation
provides a respiratory electron acceptor for Salmonella[ J]. Na-
ture,2010,467(7314) :426-429.

Wuthiekanun V,Desakorn V, Wongsuvan G,et al. Rapid immuno-
fluorescence microscopy for diagnosis of melioidosis[ J]. Clin Di-
agn Lab Immunol,2005,12(4) :555-556.

Thepthai C, Smithtikarn S, Suksuwan M, et al. Serodiagnosis of
melioidosis by a competitive enzyme-linked immunosorbent assay
using a lipopolysaccharide-specific monoclonal antibody[]]. Asian
Pac J Allergy Immunol,2005,23(2-3):127-132.

Chen YS, Shiuan D, Chen SC,et al. Recombinant truncated flagellin of
Burkholderia pseudomallei as a molecular probe for diagnosis of me-

lioidosis[J . Clin Diagn Lab Immunol,2003,10(3) :423-425.

i B 37 :2012-12-09)



