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Abstract : Objective

To investigate the expression difference of TSG23 gene in normal and azoospermic testis. Methods

Detec-

ted the expression of TSG23 in multi-tissues of human and mouse;and compared the difference of the genes in normal and azoosper-

mic testis by PCR. Results

RT-PCR analysis from multiple human and mouse tissues indicated TSG23 mRNA was only expressed

in the testis. There was no expression or less expression of TSG23 in azoospermic testis compared with normal testis. Conclusion

TSG23 may participate in spermatogenesis,and its abnormal expression may be one of the important factors in male infertility.
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