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Abstract : Objective

west of Guangxi Zhuang Autonomous Region. Methods

To investigate the population distribution feature of methionine synthase and its reductase gene in the
Application of polymerase chain reaction in 220 cases of healthy adult
Zhuang nationality of methionine synthase(MS) and methionine synthase reductase(MTRR) gene was amplified, for mapping analy-
sis. Combined with literature analysis and comparison between different ethnic groups. Results MS genotype in Western Guangxi
Zhuang population are most commonly seen in AA, followed by AG. The AA genotype frequency was 79. 09% ,AG 19. 55% ,GG
2.36%. The A genotype frequency was 88. 86% ,G was 11. 14%. MTRR gene sixty-sixth loci AA, AG and GG genotypes in the
control group were 37.73% ,53.18%,9. 09% ,compared with other races,there are significant differences between the distribution

of MS genotypes in Chinese in normal population and Caucasian population. Conclusion Methionine synthase and its reductase gene

polymorphism exist obvious differences which in different regions and different ethnic distribution.
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