« 1124 - ] 7 A 4

E¥2A 201345 A% 34%% 9% Int ] Lab Med,May 2013, Vol. 34,No. 9

plays a key role in ovarian cancer cell adhesion and motility[J].
Biochem Biophys Res Commun,2012,419(2) :274-280.

[13] Terry KL,Sluss PM, Skates SJ, et al. Blood and urine markers for

ovarian cancer;a comprehensive review[ ] ]. Dis Markers,2004,20

(2):53-70.

[14] Buller RE, Berman ML, Bloss JD, et al. Serum CA125 regression

in epithelial ovarian cancer;correlation with reassessment findings

and survival[ J]. Gynecol Oncol,1992,47(1) :87-92.

[15] Moore RG,Brown AK,Miller MC, et al. The use of multiple novel

tumor biomarkers for the detection of ovarian carcinoma in pa-
tients with a pelvic mass[ J]. Gynecol Oncol, 2008, 108(2) :402-
408.
[16] Anton C, Carvalho FM, Oliveira EI, et al. A comparison of
CA125,HE4, risk ovarian malignancy algorithm (ROMA) , and
risk malignancy index (RMI) for the classification of ovarian
masses| J]. Clinics (Sao Paulo),2012,67(5) :437-441.
[17] Bolstad N, Q@ijordsbakken M, Nustad K, et al. Human epididymis
protein 4 reference limits and natural variation in a Nordic refer-
ence population[]J]. Tumour Biol,2012,33(1) :141-148.

(18] B FFE, £ty 55, AWM S2E O 4 ST 125 B SR
E 51 S92 Wb i B A LT DL P A iR 2 3K, 2011, 33(7)

incorporating CA 125, ultrasound and menopausal status for the
accurate preoperative diagnosis of ovarian cancer[J]. Br J Obstet
Gynaecol,1990,97(10) :922-929.
[20] Van Holsbeke C,Daemen A, Yazbek J,et al. Ultrasound methods
to distinguish between malignant and benign adnexal masses in
the hands of examiners with different levels of experience[]]. Ul-
trasound Obstet Gynecol,2009,34(4) ;454-461.
Moore RG, Mcmeekin DS, Brown AK, et al. A novel multiple

marker bioassay utilizing HE4 and CA125 for the prediction of o-

[21]

varian cancer in patients with a pelvic mass[ J]. Gynecol Oncol,
2009,112(1) :40-46.

Karlsen MA, Sandhu N, Hegdall C, et al. Evaluation of HE4,
CA125,risk of ovarian malignancy algorithm (ROMA) and risk

[22]

of malignancy index (RMI) as diagnostic tools of epithelial ovari-
an cancer in patients with a pelvic mass[J]. Gynecol Oncol,2012,
127(2) :379-383.

[23] Plotti F,Capriglione S, Terranova C, et al. Does HE4 have a role
as biomarker in the recurrence of ovarian cancer[]J]. Tumour Bi-
ol,2012,33(6).:2117-2123.

(247 X4, 504, HE4 1 CA125 Wil 2 45 O S 55 3 g i (LT . b
G BE BT 5 1 R 5 2011,18(6) :374-379.

540-543.
[19] Jacobs I,Oram D, Fairbanks J.et al. A risk of malignancy index (e H 1 .2012-10-10)
. 4Z & .

b 4 Iy \ NE
®UBEEFEERFRPOATIER
(FEAARMAESR =7 EREEA, LEKER 03000D)
KW SR TR ENBHEF
DOI:10. 3969/j. issn. 1673-4130. 2013. 09. 029 HERFRIRED A XEHS:1673-4130(2013)09-1124-03

Wit 5 A 3 K B R A R S R A R
38 I T O T I 1 R LT R R B R AT R E
TN Ry LS8 AL 7 TE Wl RO B9 260 vh R4 B LAY IR T AR T
MHETEHARTE TR A R g L 2 v i P AL 8O (L5 DNA
Y RE AL A2 3 1 B WD 7 45 Fh D RE L b R 4R AR .

1 RPBEEZFHNH

LI AL 2 S 1R H TR A 2 3 o A vh 2 A B9 2078 L T DNA
Fe AU S A= o 3 WL 38t A% 2 BIOE b 3 4% B TR AN TR) 48 Y
o REREERAIET . SR, L8 27 o 32 4F % 2 3R 5%
SR BOR B 22 RO BT ST e B WL it A7 2 oo 7 A T R R G Atk 9
TR SRS AR v AR T AR

FAZAE YL AL AR 2 b e (0 )50, I e 8 i f 5 e 8
JR . S Ye R R T BE R4 1) DNA, B2, K 2 DNA [ #5 5%
32 B W L 2280 SR S T S e € 55 KR e 8 5 U A
T BRI X ) DNA JF 9 A7 gl 5% 5% RNA, 3X 2 F e (4 502 iy
R e i DNAFYIE (L 21 3 1 4 4 0 45 A9 L ok Bl O Y 1 R AR
TEF LB AL 27K A 51 DNA PR B (b, S g4 4 Y
THREA dEFp B A R B 1 . A 220 B R, e 6 (A B2 4
B Ak SRR S o S e U o RT3 R RS B A TR R
A 01 DUBR AR 25 X R 32 38 2 400 1 8 1 PR sk s L
] 7 20 MO B A ) AR BB B 4 T M A TR . Sk T

YR WA 2B (1980~ o 2, PRI, 258 ISl FROS Y I PR AG 36 A

S Y S 0 22 BE b L 3 4 3 TR 4 A — B S At X SR )
ARBFEF . ERBEEN CpG FEI4 MM, &£ NIEK
B Y PR BE AL AR OB R 2 R DR X (LR K A ST
6 W DX S P A1 2 P 08 A LA B i TR U0 RO Y R 4% T & 4 R
TIREDT . R SR 2 L 38 1 2 e I PR S R o B 4 AL
G S A PR Tk L A 8 LA Bk e e 5 AT

PL DNA HI A0 15 5 AR 40 2 28 6= CpG 1Y
X3 f1 CpG & £ X (X FR A CpG ). CpG & K KT
500 bpH. GC giEExf & it 55 % B K | . CpG B % Bl
FEIR BN X0 H A CpG 5 i 36 AT — 2 DL L AR AL F 5K Ui
X . A GC &L XM H LIRS TT H8 & 51k Y 6 i 45 &
AR I SR R Bl R A S LR RS A O T LR R AR
B, BXFP R B AT B Ak X B SR G ik . MR SR
WIAFRE M I S8 R SN S X 56, 2B 8
PR CpG B EEIFHIE FREMTMELS S TH LM
WO, AEAEE DNA QI e R0 E A . 4
BEEHSRAEMEE B, AN T 5 DNA K& H Z 1
MEAER . 4 FEOHE AR NREBARE . A5 15
Wi & AR — R B I B3RS G A 4G S BEAE Y AR L O- 2 Bk & Ak
HIRE IS B RR Ak LA Bz RALMB T X SR & g AR 3 A 3%

SEIRAEH , E-mail: 15258671886@163. com,



E i E¥ 2% 2013425 F % 34 %% 9% Int ] Lab Med,May 2013, Vol. 34,No. 9 e 1125 -

KPR . A B 2 Tk g B S, A
Tith AR U0 TA Sy 45 i 2L 2 B A A 15 T B T e € 0 AT 2R 1 By g
PR, AEABWH R HE A AR,
HE A OBACHE V& AW IR B EEE L K kL CpG &5
AN 2D 4E M H3 (5 9 A7# 2B (histone H3 lysine 9,
H3-K9) i B JE AL BN hy J2 5 e (8 5 v 6 PR30 3K 00 A 355 T 2
EE H3 B4 4 (78 R (histone H3 lysine 9, H3-K4) f I 3%
AU A 35 2 6 PR A0 A T IO SR R B X A TR R
W, ZFp BEL I CpG 731456 413 1 105 SBEALAE T, it
DNA AL 5 418 B B Wik R & k™ . 53 4h, CpG &
DNA HJEAE 52048 1 1 25 S BE AR AE & H3-K9 1y B & A 7
TE R X Bl P Bt 3Z2 /s RNA i E T4 .

R SR 13 UL 38t % 2 J2 A Rk TR 3 3k K S AT IR TR
FUEHEE AR s . H TR WL % 24 LT © B A I/ H i
AREHE S 50 B A B PR A BT DR I R K
2 WERBPHRWEEFAT

WL 35t A% 24 P8 AL 2 8 @ B0A T g AR 2R B AE T e
Fe 2 FUBE B9 189 o5 HL TR S AL T — Flopr i A R . 2 BB SR A
VLB 5 22 35T BB & 28 43 W08 JE R RRAE o R WA R IR R 43 B Y
PR 2 A e LA s I B SR A DL B R AR . A BE SR B,
AL TR J3 RGP AR B 52 0 DNA AL X 4 25 (1 4540 . R T
il Z AR M 23k RAEBUED . S Ak RIS AR T
BB SR B Z N DNA LA A7 78 < B 5 L 3 10 52 ) i R
FkUO L FEE BB E R R 4 A R B
HREAEA K A I R B IR AP R . TEIRR R E
WA SR A TE 2 WIS R A WAL X E R R F AR
SCHY DNAHEEAb bR 285 00 250 78 e 2 1) 20 1 364 3 ) 3 b LR e F
SRR R WA E FR ST 43 5 DNA [ B L T X

A RE R AR A WD AT AL IR, FE N
BIR KT B B AT 2 5| e 8 B AE i i A L L R BE S
2 BUME PRI AT M . SR R IR K AR (IR S 0
B TIR Z AK J aod S8 AL W) T A 6 5 ) 1 AL 2 1A (peroxisome
proliferator-activated receptor, PPAR)-y ik B %L 1k A5 6L,
PPAR-y # Bh i 1% N 7 1« (PPAR-7y coactivator 1 alpha, PGC-
Lo 2 M PR 4 995 AL 1 o 19— A B B9 R R A TR
S BOE R AT 7E 2 BURE IR B P PGC- 1o F A
%45 E AL R AL a5 i 19 ATP A2 0 A 56 . A R FRobl
PR3 B E RN PGC-1a 5 R 5 3l T B FYRE AL 2 B2 3 w5, 32 2
BB IR B3 PGC-1o ZE AN G 1) mRNA 3K T il & 3K 4
WA R R R B A S O £E T PGCla 3R
BER 3l DX 52 i) DNA B JE AL, 8 2 B8 PR 19 T8 78 9 A
TERGHBE RN & R 7 g (BT e b LR DU AL EE B
H3-K9 H Ak Kok B 5 4o 655 1 siRNADTT 530 B 3% W0 3 1%
WRAEANM AR S, I s, DNA HIE K5
AR ES A OGS Tt 150 B R 3 3k WL o B R R IR . 5S4 K
TR W& R 15 A B & 2 (paired box2, PAX2) J&
A 38 1 #% K 7 PTIP(PAX transactivation activation domain-in-
teracting protein) fi2 #ff T H3-K4 B 3LEG RS W A7 A (R (9 SR 427
PTIP & & @ i T PAX2 95 [H F 19 DNA 255 )7 51, I (f
FREBME GHRRE, EIRZFRE P, PAX2 f1 PAXS f£
JUJZ B b bR A B b B AN T A O B S A B e R R kR T
MR Bk R E R PAX2 3B it T
RSO . T A0 A W5 3R M 2 v o R A sl TR
B DN T 2h A 52 B 19 DICER DL 4E 35 & AT A9 H 3L AR opk 04,

L5 L TIR  RNA 4 5 DNA A 5 BRI 8 3R B A iy 2
M R g o R s e = fa f R &R
3 ARRUEETEHNIR

TE 5 250 JUFER A ZE AL B CAn 2 BB SR ) o, B
AN JE B B 2 K B RO BB 58 A R R B AT R LI B S e . A
faf —Fh Z B R PRI H R ZF R K MR, 1 DNA %748 1
R SE S VI A IR BRI R VIR RGB AR R . SR Bk
22 (R AIE 4 2 B SR 0L Y AL ) B H A R R 0 85 S R
BIRIA K. BIER DNA 3BT H A I 42 58 B A I ) DL e 22
T B R 20 A5 M S S AN RE A B0 1 R S BIL TR . 25 B
A1 T 3 DR PR R A R B B S B 0 2 1
R A 1 S S5 DA s AR 5 o v W B
W 27 25 5 4 e TR 20 S 366 3 A A 1 92 A R 19 ks B o B AL T
oo T ELI0E OO 50 48 2 [ =% (1 57 A 0 B R £ B T (Na-
tional Center for Biotechnology Information, NCBD) . i M K 2%
% 7i & 25 43 £ (University of California,Santa Cruz, UCSC) [X}
SR RE R B XA CpG Bt AT AT R IR A — B . B
FHRLBE S H AR XS DNAHTE: b A7 43 B R 20 5 6 43 17 ok X 47
Je Bl K SR AL R SR B AR 6 R 5 L V2 A ke T
JH T D3] 4 5 DA 2 o g TP Al 3 6 B A R A R P U0 ]
R VE B RR R R DU kL R 5 B E R (polymerase
chain reaction, PCR) #" 1 3% K DNA 13§ [ 1] 4 {4, Jii 4 35 UL IE
IEUY N IUA MR 5 R 8 e R AL R B g 5t E
BT LA DNA 25 W Bk fb 54 4R 1 25 20 1t A i 40 ) 590 A

R
S ik

[1] Bailis JM,Forsburg SL. S phase assembly of centromeric hetero-
chromatin and cohesion[J]. Cell Cycle,2004,3(4):416-418.

[2] Piacentini L,Fanti L,Berloco M, et al. Heterochromatin protein 1
(HP1) is associated with induced gene expression in Drosophila
euchromatin[J]. J Cell Biol,2003,161(4):707-714.

[3] Fuks F. DNA methylation and histone modifications: teaming up
to silence genes[J]. Curr Opin Genet Dev,2005,15(5) :490-495.

[4] Takai D, Jones PA. The CpG island searcher; a new WWW re-
source[J]. In Silico Biol,2003,3(3) :235-240.

[5] Saxonov S,Berg P, Brutlag DL. A genome-wide analysis of CpG
dinucleotides in the human genome distinguishes two distinct clas-
ses of promoters[ ] ]. Proc Natl Acad Sci U S A,2006,103(5):
1412-1417.

[6] Jenuwein T, Allis CD. Translating the histone code[]]. Science,
2001,293(5532) :1074-1080.

[7] Kaleem A,Hoessli DC, Ahmad I.,et al. Immediate-early gene regu-
lation by interplay between different post-translational modifica-
tions on human histone H3[J]. J Cell Biochem,2008,103(3) :835-
851.

[8] Klose RJ,Bird AP. Genomic DNA methylation; the mark and its
mediators[ J ]. Trends Biochem Sci,2006,31(2) :89-97.

[9] Cerda S, Weitzman SA. Influence of Oxygen radical injury on
DNA methylation[ J]. Mutat Res,1997,386(2) :141-152.

[10] Gallou-Kabani C, Junien C. Nutritional epigenomics of metabolic
syndrome: new perspective against the epidemic [ ] ]. Diabetes,
2005,54(7):1899-1906.

[11] Morgan HD, Santos F,Green K., et al. Epigenetic reprogramming
in mammals[ J]. Hum Mol Genet,2005,14;R47-58.

[12] Waterland RA, Garza C. Potential mechanisms of metabolic im-



« 1126 -

EfrhiEF2E 201345 H% 34 %% 94 Int ] Lab Med,May 2013, Vol. 34,No. 9

printing that lead to chronic disease[J]. Am J Clin Nutr,1999,69
(2):179-197.

[13] Devaskar SU, Thamotharan M. Metabolic programming in the
pathogenesis of insulin resistance[ J]. Rev Endocr Metab Disord,
2007,8(2):105-113.

[14] Simmons RA. Developmental origins of beta-cell failure in type 2
diabetes : the role of epigenetic mechanisms[ J]. Pediatr Res,2007,
61(5 Pt 2):64R-67R.

[15] Scarpulla RC. Transcriptional paradigms in mammalian mitochon-
drial biogenesis and function[ ] ]. Physiol Rev,2008,88(2);611-
638.

[16] Ling C, Del Guerra S, Lupi R, et al. Epigenetic regulation of
PPARGCIA in human type 2 diabetic islets and effect on insulin
secretion[ ] ]. Diabetologia,2008,51(4) ;615-622.

[17] Kloc A, Zaratiegui M, Nora E,et al. RNA interference guides his-
tone modification during the S phase of chromosomal replication
[J]. Curr Biol,2008,18(7) :490-495.

[18] Fraga MF,Esteller M. Epigenetics and aging: the targets and the
marks[ J]. Trends Genet,2007,23(8):413-418.

CE k.

[19] Patel SR, Kim D, Levitan I, et al. The BRCT-domain containing
protein PTIP links PAX2 to a histone H3,lysine 4 methyltrans-
ferase complex[]]. Dev Cell,2007,13(4) :580-592.

[20] Bouchard M, Souabni A, Mandler M, et al. Nephric lineage specifi-
cation by Pax2 and Pax8[ J]. Genes Dev, 2002, 16 (22);: 2958-
2970.

[21] Ting AH, Suzuki H, Cope L,et al. A requirement for DICER to
maintain full promoter CpG island hypermethylation in human
Cancer cells[J]. Cancer Res,2008,68(8) :2570-2575.

[227] Shi H,Maier S, Nimmrich I, et al. Oligonucleotide-based microar-
ray for DNA methylation analysis: principles and applications[ J].
J Cell Biochem,2003,88(1):138-143.

[23] Ho SM, Tang WY. Techniques used in studies of epigenome dys-
regulation due to aberrant DNA methylation: an emphasis on fe-
tal-based adult diseases[J]. Reprod Toxicol, 2007, 23 (3); 267-
282.

(R H . 2012-11-25)

RNA FHBEREHF S B FEHH A

VRIS - O S 2 g

BOOEER R

(RPEMRXFHE —WEERAEEHA. =& L% 650032)

KW :RNA Fi#h; mEKE; BHER
DOI: 10. 3969/j. issn. 1673-4130. 2013. 09. 030

WG R R MR T fE E E NS R . E I PR A
TX s 1) 2 T 1 T Ao 4 Rl 5 i R T e Rk e s f T
BT B 259 R A 2 A TS M LS BB T I B Y . (BT
2yl = Fe S HOLECR AN RN 2 % B AAR 1 B ik
Fh AN T 2 5 R 2 0k 1 7 A . DRt SRR PR R IR
SFHBED BN — A2 MUy a8, RNA T4 (RNA inter-
ference, RNA1D) J& ¥ 51 £ 7 19 W 4% RNA (double stranded
RNA, dsRNA) /i 5: [[] ¥ mRNA R, 46 40 g 22 30 i 45 o ik A
BR RN SRR . EAEN — BB B BT R B R Ak
TR B ORT O 45 00 0 2 A% 400 ik IR R B B R 0 R S AR BT
PR, HETT T2 6 T D R85E B 41 2 B RR 9T K2
BT A5 G R AR VTR TR TR T BEMSE L. K
BARSNZIR F I L W RNAT$E AR BB A5 S50 7 il 75 75 & i) A1 5%
F AR IA L RNALEAR T BB R IT A 1 LA,
1 RNAi g {ERME

RNAI G Z A T AW b B & ORI A WTE A
RNAG [ AL 1 7 402 A0 ) WY, He i B 1T 43 0 o 0 1 4
3 BB,
1.1 EIpEB RNA i [l & % (Dicer #% B2 i) K #t ATP ¥
P TR P S A R B dsRNA P) 0 % 29 21~ 23 B3k X3 i/ T3
RNA(short interfering RNA, siRNA), siRNA J& 5 i RNAi
M ESI S ENTEE A 5 FEER M 3 Bk, 0 3" 4
WA 2~3 M RBMEER.
1.2 ZNiBv Bt siRNA §)— 4485 Argonaute W5 i 8 11 45
AL RNA i S UL B & & ¥ (RNA-induced silencing com-

FEZ WA AT HG (L1987~ 2o Bl AP S0 AR - BB I R S s 249 TAE. &

X EFRIRAS A

XEHE:1673-4130(2013)09-1126-03

plex, RISC) , fK #fi F ATP, siRNA fif JiE B8 5 1F S 4% M T 38 3%
RISC. A it A9 RISC H Ay siRNA 7 Y 4§ % Waston-Crick i
FPEXT R 5 F IR mRNA 40 F E 545 & b5 A
sIRNAMY 3" 56 8 mRNA P75 /N T 12 B e i A B
1.3 ¥y B X — BB G BE4E  (polymerase
chain reaction, PCR) ,RISC 5 # mRNA %54 )5, L siRNA J2
XHE KT, 8 mRNA G BEAR . /2 RNA P RNA R 45 il
(RNA-dependent RNA polymerase, RARp) A /E FI T, ¥f B 46
mRNA F75 Sy WUk 6 /5 Dicer 4% IR Bl 7 0 H #E 47T U1 %), 3 3¢
#0 mRNA fREM™ . XAl PCR 6 41 P9 A9 siRNA 05 W &
BB R B sIRNA TR S5 FIRIRTR . 77 Az I R 3L
I o DA T S8 25 48 T Ko S IR kA A A
2 RNAIREWMFHEE

RNAiL BA PUF JLASEZ AR (DRNAIL & # 5% J5 K
1) 3 R 1 Bk (post transcriptional gene silencing, PTGS) #L %l ,
{54 KT U A RNAL R 2 3 03 €5 1k DNA ¥ 51 10 5 il 7
R 2. (ORNALRAEE M. 1998 45 AAT7E N £ Ry BF
FPEREM T RNAT GBS B AT A 8 R s 19 4
WHAT THRARVIE GERIEIRR) AT ZMEY . 4
it 3 35 F0 3y WS TR ) SIC B AR AIE 5%, sIRNA RJ KR 5 M st 3 i) 22
Bl Es B A P R A s, (3) RNAL BLA & B 1Y 91 45 &=
PE. dsRNA HFE il 5 2 75 51 A0 W 69 8 35 P mRNA, i 35 il
mRNA [ £ KR Z 50, siRNA BRIE X 3" b 2 A4~ 3 76 )7 5
TR AN B LR I A1 JH: A A B i 1 15 A% T AR 5 3 RNA
RO R I - EE B e . () RNAL H A 30 5k 5 2 35 19 &

J#HAE# . E-mail : duanyong992003 @ yahoo. com. cn,



