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Application of polymerase chain reaction using sequence-specific primers in detection of HLA-B27"
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Abstract: Objective To investigate the effect of polymerase chain reaction using sequence-specific primers (PCR-SSP) in de-
tecting Human leukocyte antigen B27 (HLA-B27). Methods Peripheral blood samples from 279 cases of suspected patients with
ankylosing spondylitis (AS) were collected, which had been identified by flow cytometry (FCM). Genomic DNA was analyzed by
PCR-SSP. Comparing with the results of flow cytometry.the discrepancies were then analyzed by the sequence-based typing meth-
od. Results Except for one sample, the results of PCR-SSP were in agreement with flow cytometry. The sequencing results of the
discrepancy showed its nucleotide sequence mismatch with the 3'end of the specific primer and several heterozygous nucleotides in
exon 2 and 3. In alignment with HLA Alleles database, there are 2 nucleotide changes from B % 2733 in heterozygous sequences.
Conclusion The PCR-SSP technique is applicable for the clinical detection of HLLA-B27.
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AW R REPUE ST TR E AR E M E
O B AR B T2 N B T 9 G 2 A A i R
R A T 8 DA Sl AT T 0 2 A 2 Y T 2 SR S AL X T AR B
GRS B T 2 R B — e A 1T . 22 # MDRAB X
BTOR R R PR K% 2 558 S SN M 25 25 W R Uk R Uk R 3k B
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TrEREME 3 RS, Al i W0, 0B 45 R 2R AAC
(6)-Tb  AAC(3)-Ta % KWl 2518 1 i gt 1% ik R 48 27 22 43 )
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