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Abstract ; Objective
(PBC). Methods The expression of IncRNA AK053349 in the peripheral blood mononuclear cells(PBMC) in 42 PBC patients and
40 healthy individuals was detected by RT-PCR. The association between IncRNA AKO053349 and clinical characteristics of PBC

To explore whether IncRNA AK053349 may play a role in the pathogenesis of primary biliary cirrhosis

was analyzed. Results The expression of IncRNA AK053349 in PBMC from patients with SLE was increased significantly in con-

trast to the healthy controls(P<C0.01). And with the different stages of disease,the expression was significantly different( P<Z0.

05). Conclusion

Key words: liver cirrhosis, biliary;

JE R M BRI AT B K (PBC) & — F LT /N I 45 X ik B2
I 38 Vi /N IR 9 P B IR I 55 AR U P B R A B R CAMAD
FEPE R R AE 0 B s ME R . AT R A R e TR
40 Z UL Em ANBET L PBC TEB M I Rm R4 R 4. 92/ 7. &
PR LR N 15,58/ 07, BFIT W A8 38 B gl i 15 8
FMERT S i sk & & 500 1l 72 b B AT 008 40
THLE T BRI RGN A B AU A R A R
TR RS R HRAR RN B F LA At — 2
i

K dR i 1% RNAncRNAs) J&— 25 SE A K 1t 200
nt JCEU/D A E D AR I E 4 K AR gD RNADT, ok
W8 KB IncRNAs 38 b 6 4 e € P07 3 5 5% S s tED ) iy
mRNA B G M ZF AN EX IS ST £
Pl 3 LA S AR AL AR . HE D92 32 B IneRNA 76 % 93 28 fifd 1
TR LR B S e MR R 0 R AR N Rk B R
FHET, FERTHATOME L 4B # SR AN B & B PBC B PBMC
t IncRNA AK053349 ik B & R KW RES 5 T PBC

long noncoding RNAs;

IncRNA AK053349 may play a role in the pathogenesis of PBC and is a potential marker for it.
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