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Significance of HBV-LP detection in patients with HBV chronic infection in Lanzhou
Li Caidong sWu Bin,Duan Zhengjun , Tian Peng fei
(Institute o f Liver Diseases s The Second People’s Hospital o f Lanzhou s Lanzhou,Gansu 730046 ,China)

Abstract: Objective  To discuss the significance of HBV-LP (hepatitis B virus large protein) detection in patients with HBV
chronic infection in Lanzhou. Methods Selected 1036 patients with HBV chronic infection, using ELISA to detecting HBV-LP,and
CLIA to detecting the assay of HBV-M. Results In 1036 patients, positive rate of HBV DNA is 72. 01 % , positive rate of HBV-LP
is 84.36% ,concordance rate of detection is 78.19% , HBV-LP expression and HBV DNA level showed positive correlation(r=0.
94) ,and the difference between both was statistically significant(P<C0. 01). In HBV M model, HBV DNA and HBV-LP detecting
rate is are different; Patients have positive in HBsAg and HBeAg show high positive rate in both HBV DNA and HBV-LP, and
HBeAg negative show low positive rate. Conclusion Serum HBV-LP absorbance and log value of HBV DNA copy shows nice cor-
relation in patients with HBV chronic infection in Lanzhou. HBV-LP expression has some relationship with replication of virus,
HBV-LP can reflect the HBV DNA replication.
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