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Abstract : Objective To explore plasma metabolite profiles through analyzing platelet before and after activation plasma metab-
olite profiles tested by the high performance liquid chromatography combined with a LTQ Orbitrap XL mass spectrometry (HPLC-
LTQ Orbitrap XL. MS). Methods

were tested by the high performance liquid chromatography combined with a LTQ Orbitrap XL mass spectrometry ( HPLC-LTQ

Plasma metabolite profiles of control group (Group A) and platelet activation group (Group B)

Orbitrap XL MS). We constructed principal component analysis and orthogonal partial least squares discriminant analysis (OPLS-
DA) diagram,used nonparametric statistical methods for the inspection and queried the database for metabolites information. Results

We screened out 36 characteristic ions,depending on VIP>>1 and excluding variable which included zero in the confidence interval
of VIP diagram and systemic diagram. HPLC-MS platform showed ionic concentration difference by getting the relative ionic
weight. We screened out 17 ions by ionic concentration difference above tenfold between groups. Conclusion The 17 ions include

metabolite of lipids,cellular signal transduction molecule, metabolite of proteins,hormones like molecule and so on. They may be a

promising tool in monitoring and assessing disease.
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