EfFRBEFLF 204456 A% 355% 128 Int ] Lab Med,June 2014, Vol. 35,No. 12 + 1523 -

 RMRBHRRE -
FEXRZUEANERRERNTEE

. R KO EREHRE MAKES
(FMNERKRFZWE, M T LEEF PO POCERE. ) &7 M 510120)

 E:BHM AXFERLK DB EG(SCARBD) . M HFE R RA . Fik 35 RD @i, R mRNA 24 # %
PCR(RT-PCR) 7 ik ¥ 3¢ th scarb? 3 B B ¥, # 32 % ik & 4k pET28a(+)/SCARB2, /£ R # £ ik 2 % (K A # BL21) & £ &
SCARB2 & & ,5 B His 4t kA& & #4147 %98 97 % 3k (Western bloH %% , &R Mo T4 4 pET28a(+)/SCARB2 2
FRABD AR F AT (PTG H F, 4% G SCARB2 Hac kX F4ib s .2 His E R T Rie A B e R G Lk, £ig
KA G ERT SCARB2 & hME k& 11 R(EVID 5 FE X 2R &G 64 R A ZFE R LRy £ L e ERMESF,

XBR:MEBETIA; FEXZh:; ARALE: REkR

DOI:10. 3969/j. issn. 1673-4130. 2014. 12. 002 XEkARIZAD : A NEHS:1673-4130(2014)12-1523-03
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Abstract: Objective To express and preliminary identify scavenger receptor B2 (SCARB2) protein. Methods SCARB2 ¢cDNA
was amplified by reverse transcription-polymerase chain reaction (RT-PCR) from mRNA extracted from RD cells,and cloned into
pMDI19-T vector. Expression vector pET28a(+)/SCARB2 was constructed,and SCARB2 protein was expressed in prokaryotic ex-
pression system. Obtained recombinant proteins were identified by detection of Western blot using His labeled monoclonal
antibody. Results Recombinant SCARB2 proteins, expressed by induction of isopropy-B-D-thiogalactoside (IPTG), were success-
fully purified and specifically recognized by His labeled monoclonal antibody. Conclusion SCARB2 proteins could be expressed and

identified successfully,which could provide reference for researching mechanism of enterovirus type 71 (EV71) and scavenger re-

ceptor protein,and for preparation of SCARB2 monoclonal antibodies.
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