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Abstract ; Objective

methicillin-resistant Staphylococcus aureus (MRSA)in Dalian Area. Methods

by Kirby-Bauer method and SCCmec genotype by multiple PCR method. Results

To investigate antibiotic resistance and Staphylococcal cassette chromosome mec(SCC-mec) genotype of

Antimicrobial susceptibility of MRSA was detected

38 strains of MRSA were all multidrug-resistant

strains, but susceptible to vancomycin and chloramphenicol. The most common SCCmec genotype was type [ (86. 84%), type [l

was in the second place(10. 53 %) ,and unidentified type accounted for 2. 6 % . Conclusion

MRSA strains in Dalian area are charac-

terized by multidrug resistance,type | is the most common SCCmec genotype.
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Y 5E A MRSA 1) 38 BB #E47 4K ™ # 3L 55  %F i CLST 3
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(n) ) (n) ) (n) 73]
PN LT 33 100. 00 4 100. 00 1 100. 00
Sk vy T 33 100. 00 4 100. 00 1 100. 00
EZia ST 33 100. 00 4 100. 00 1 100. 00
HHEG 33 100. 00 4 100. 00 1 100. 00
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RKREZR 23 67. 65 3 75. 00 1 100. 00
R4 % 26 76.47 4 100. 00 1 100. 00
DAE% 3 30 88. 23 4 100. 00 1 100. 00
AR5 33 100.00 4 100. 00 1 100. 00
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k=8 TR 33 100.00 4 100. 00 1 100. 00
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Al HEE 0 0. 00 0 0. 00 0 0. 00
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i R BUE R . SCCmec J& MRSA T # 1 #4719 mee B K 1) —
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1), R B SRR, 30 5 7 B B R S I A Bk s V
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B TRAT B A5 A [R] AT T8 3 e 35 DR O 0100 48
MRSA ) EZEFATH N SCCmec A, 457 2% MRSA [ i 17
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R A 3 B R R 5 ] P At e X AT 2 BOR T] L a RT RE il
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