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Establishment of TagMan-BHQ probe real-time fluorescence RT-PCR for quantitative detection of Soul virus
Liu Chuncheng ,Yang Peng fei ,Yan Qingli ,Shi Yujun
(Huaian Municipal Center for Disease Control and Prevention s Huai'an s Jiangsu 223001, China)
Abstract: Objective The pro-

fessional software was adopted to design the primer and the TagMan-BHQ probe. With artificially synthesized I. gene segment as

To establish a rapid method of real-time fluorescence RT-PCR to quantify Soul virus. Methods
the template of Soul virus,the real-time RT-PCR for detecting Soul virus was researched. Results The Ct value of templates had a
good linear relationship with the log value of the template diluted concentration. The standard curve was Y= —3. 607X +41. 84,
7 =0. 998, the PCR amplification efficiency was 108. 1% ,its lowest detection limit was 53. 2 copies/puL. Conclusion Applying the

real-time fluorescence RT-PCR by the TagMan-BHQ probe for detecting nucleic acid of Seoul virus has the characteristics of short

time-consuming and high sensitivity.
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