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Abstract: Objective
GSTT1. Methods
control group. GSTM1 and GSTT1 genotypes were determined by multiplex polymerase chain reaction. Chi-square test and Fisher’
GSTMI null genotype

To investigate the relationship between leukemia susceptibility and gene polymorphism of GSTMI,

A total of 131 leukemia patients were recruited into group of patients,and 200 healthy person were recruited into

s exact test was used to compare the differences between the group of patients and control group. Results
frequency in group of patients was slightly higher than that of the control group(P=0.000 1,OR=2.152,95% CI=2. 301 —
5.985), There was no GSTT1 null genotype detected in group of patients and control group. Moreover, GSTMI1 null genotype fre-

quency showed a similar trend between CML, AML and ALL. Conclusion GSTMI null genotype might be a risk factor of leukemia.
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