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Abstract: Objective To investigate the correlation between KLF14 gene rs4731702 locus polymorphism and gestational diabe-
tes mellitus (GDM) and relation between its different genotypes with BMI and insulin resistance. Methods This study adopted the
case-control method. One hundred pregnant women of GDM (GDM group) and one hundred healthy pregnant women (normal con-
trol group) were randomly selected as the research subjects and performed the physical examination, biochemical indicators detec-
tion. HOMA-IR and HOMA-B were calculated. The polymerase chain reaction-restriction fragment length polymorphism (PCR-
RFLP) was adopted. The genotyping of KLLF14 gene rs4731702 locus in the two groups was performed. The genotypes and allele
gene frequency were compared between the two groups and the GDM association analysis was conducted. Results The C alleles fre-
quency and CC genotype frequency of KLLF14 gene rs4731702 locus in the GDM group was significantly higher than that in the con-
trol group,the difference was statistically significant (P<C0. 05). The patients with genotype CC in the GDM group had higher
BMI,FPG,TG,HbAlc and HOMA-IR as compared with those carrying genotype CT and TT,the difference was statistically signif-
icant(P<C0. 05). Also they had lower FINS, HDL and HOMA-B as compared with carriers of genotype CT and TT, the difference
was statistically significant(P<Z0. 05). The multivariate analysis showed that the genotype CC of KLLF14 gene rs4731702 locus was
closely related with GDM(P=0. 005,RR=25.128). Conclusion The genotype CC of KLLF14 gene rs4731702 locus plays a role in
the pathogenesis process of GDM,may be susceptibility genes for GDM, which is also related to the abnormal lipid metabolism,islet
dysfunction and obesity. The polymorphism study of KLLF14 gene rs4731702 locus helps to reveal the relation between lipid metabo-
lism abnormality and insulin resistance with GDM onset.
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1.3.1 EALEFR  WE 25 17 I S R (FINS) %5 i 1
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1.3.2 #2E3EE DNA SR A QIAGEN BLOOD MINI KIT
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LA IR A0 A I 11 40 3 R 4 DNA SR B, %o T A B 58 % 42
B DNA ¥ 5t 47 PCR §73% . PCR it # .94 C fiAs ¢4 10
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2.1 —fBRIE IR R R AL bR 0 AR 0 B 5 0 i 41 2 1
HISF B4R B R R L E R BMI KL R 22 R G B
SL(P>0.05), R YR B A AT L. 302 %) B4L, GDM 4 11
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FINS,HDL.HOMA-B ¥ R Ak, 2 5+ B A 5 it % 8 X (P <
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*1 — A% I PR BT R R AL IR AR L 4R

T GDM 4 (n=100) X} BRZH (n=100) F P
BMI(kg/m?) 26.1342. 87 26. 062, 25 13.42  0.203
Y4 (mm Hg)  112.20710. 50 108. 90+8. 10 2.89  0.229
#F K I (mm Hg) 69. 26--7. 10 68.02-8. 68 10.34 052
FPG(mmol/L) 6.16220. 90 4.56+0.37  142.20 <<0.05
FINS(mIU/L) 13. 3845, 89 15. 2445, 21 20.38  <<0.05
TG(mmol/1) 3.63+0. 86 3.46+1.08 24,54 0.577
TC(mmol /L) 5.9741.00 5.90=1. 41 2.24  0.853
HDL(mmol /L) 1.724-0. 35 1. 982420, 42 5.90  <<0.05
LDL(mmol/L) 3.65+1.10 3.14+0. 85 2.68 <<0.05
HOMA-IR 1.62740. 46 1. 1470. 87 50.46  <<0.05
HOMA-R 3.1940. 35 3.3940. 33 75.24  <<0.05
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ce CT TT C T
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P 12. 989 12. 698
P 0.002 0. 000
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3 GDM %13 KLF14 rs4731702 fi s AR EE R 5 X IEREL BT X R

R n  BMI(kg/m?) FPG(mmol/L) FINS(mIU/L) TC(mmol/L)  TG(mmol/L) HDL(mmol/L) LDL(mmol/L)  HbAle(%)
CcC 65 28.80=2.04 6.45+1.21 10. 51=£6. 03 7.20E1. 04 3.80£1.82 2.40=0. 59 4.69=%1.10 0.7620. 08
CT 30 25.54+2.63 6.20=0. 80 14.47+6.71 7.08E1. 64 2.9941.80 2.460. 61 3.75+1.37 0.7340.08
TT 5 24.04+1.85 5.8340.78 14. 805, 91 7.96+1.45 2.63+1.14 2.8840.29 3.6841.59 0.69=0.07
F 1.216 53. 89 20. 44 2.24 24.53 5.50 4.18 33.17
P <<0.05 <20. 05 <0. 05 0.11 <<0.05 <0. 05 0.13 <0. 05
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P <0.01 <0.01
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