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A B R A R B (AST) X & A= 'I@K%Xc FiE KA EX PCR st 389 4 % % HBV & % & 69 o 35 47 A /7 HBV DNA 4 4,
Ve R A Bt RO -FRAI M R K E % S (PCR-RLFP) %X 2 HBV A W A, J A B3 % 5 R WX 36 (ELISA) &0l T AT 23,
#HEm ALT #= AST, 8  ®%F 389 4 HBV A & F KB A 454 % HBV BARA 58 4 & 14. 9% (58/389), HBV C
LA A 326 4] & 83.8%(326/389) ,HBV B/C A 54 & 1.2%(5/389), £+ HBVB.C A A A 5 8 F A RAN 2 CAMF £ e
# B (HBeAg) it % HBV DNA #,& K -F & ALT ## AST We# £ F ¥ R4+ F &L (P>0.05);B.C A AW & & & HBV # 3
H AN THT P A AR E F R F E L (P>0.05) A2 T AR A Ao T 8 o sb g 2 5% A 4031 5 & SL(P<C0.05), HBV C A B A 4%
BERME HEERAFRALEZFE. i &% T HBV &% 4 £ HBV B.HBV C.HBV B/C #4&# 3 # 4 B &, HBV C
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Abstract: Objective To study the relationship and clinical significance of hepatitis B genotype distribution in Xi'an City and

clinical relative indicators. Methods The nested PCR was used to amplify HBV DNA in 389 serum samples from HBV infected pa-
tients in Xi'an City, then polymerase chain reaction restriction fragment length polymorphism (PCR-RLFP) was used to identifly
HBYV genotypes. Results Among 389 cases of HBV Infection in Xi'an City,58 cases of HBV B genotype accounted for 14. 9% (58/
389),326 cases of HBV C genotype accounted for 83. 8% (326/389) and 5 cases of HBV B/C mixed type accounted for 1. 2% (5/
389). The gender, HBeAg positive rate, HBV DNA load level, ALT and AST had no statistical difference between HBV genotype B
and C with the patients(P>>0. 05) ; There was no statistically significant in the distribution of B and C genotypes between the pa-
tients with chronic hepatitis B and HBV carriers (P>>0. 05) , but it had statistical difference between liver cirrhosis and hepatocellu-
lar carcinoma(P<C0. 05). HBV genotype C was easier to develop liver cirrhosis even liver cancer than genotype B. Conclusion The
three kinds of HBV genotype B,C and B/C exist in the HBV infected persons in Xi'an City, with the genotype C as the main geno-
type,genotype B takes the second and mixed genotype B/C is minimal. The liver cirrhosis occurrence has a certain relationship with
the genotype C,which suggesting that the genotype C is more likely to develop liver cirrhosis.
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1.2 fE5E0 2982 & PCR ¥ 11 AGS-AFD9600, i
& Ry 1l Gk 2 2 9 35 A% TR B R I 0 & . ARk el DL
24 1 Z AR A AT AN i L R O DL R i R 2
FLIR ] ELISA 77 300 70 By 10 B A W H R A BRA
A EEHE. VD fasts /MR 3 DNA P42 1107 & B e
AW N T AN B IE X E N 5'-GGG ACA CCA TAT TCT
TGG-3'fIg X456 H 5'-TTA GGG TTT AAA TGT ATA CCC
A-3" s N 1 IE X85 5'-GCG GGG TTT TTC TTG TTG
A-3' 2 U4 H 5'-GGG ACT CAA GAT GTT GTA CAG-3',
1.3 Jik
1.3.1 HBV DNA #£0tJ% PCR #" 8  F = PCR ik #
HBV 1§ S JE[H 14 PCR ™= Wi 47 %8 ke L vk %6 8 HBV By A& K
ISR ELISA 350 2 £ FU300, 8 3Rk 2 ALT il AST,
42 B8 HBV DNA $2 s 7 & vd B P #51E
1.3.2 SRAIH s PCR §"8 HBV DNA S #FH R A H A
PCR #"#% HBV DNA S #£[H 585 pb A Bt. % 1 PCR ¥ 1%
%.93 CASPE 5 min, 93 CAEH: 30 5,56 CiRk 30 5,72 CHE
190 5,30 53R ;55 2 k PCR #1845 93 CAS P 5 min, 93
‘CAE 30 5,60 CiHk 30 5,72 CHEAf 30 5,30 3AE .,
1.3.3 FEEMEFE LK PCRYH K PCR =7 3%
7! R e AR G D) AN T 7/ O 2 AR il s s i
B Bk 4 B A 281 bp; EFE AL C B LK N 122 bp,
1.4 GEilseab s #0440 38R I SPSSL7. 0 3R 44, K5 56 43
B9 R U 58, T EOS LR U ER 7 K R
BIFLL Tds Fom. L P<<0.05 R ERAASKITEE L.
2 & S
2.1 HBV ERBAE A 389 fil &+ HBV B HH M 58
%, HBV C J: R B 326 4], HBV B/C AT 5 #i], HBV B 4k
FEIF HBY C 2N % 8 % & + HBV B/CiR A%, HBV C
FEHE AR T B AR IEE A, R WA R LA
2.2 HBVIEFET 5 XA BIEARRE N R kR E R
I R 1 43 f8 3 il v HBsAg PR RR 2245 DL 1 {H FTh B
TEH S BEAETC 2 9 52 B JG I PRARE R 3 2 T e IR 5 4l CASO)
41 ; % HBsAg FHTE#E 5 6 4~ .3 HBsAg 5 HBV DNA 17}
JPHTEFE N (CHBY A B EH A Z AP L H B#.CT
N O il L4 K 2 S R T I AR AE 42 3% S R K (LO) 415 56 Y
41 F R B A UE S, I PR 12 W 4 4 D & M JHE 988 12 W A ofie T
9 T 41 B 98 (HCCO 2 . 58 i) HBV B %L I e % vf ASC Ny
11 %] .CHB 2y 36 i \1.C 2y 9 il \HCC Jy 2 ], 326 fi] HBV C
SEH R YL 5k ASC Jy 34 #il .CHB 2 159 #i \LC 2y 93 fi,
HCC 3 40 i ,5 i HBV B/C iR 4 %1% 5 CHB, HBV C %K
T 5 HBV B A B AH L 58 45 55 &k JR Ry 66 Ak #0988 . I
#1,

*x1 ZHEERAAE HBVERE AW A HE2(%)]

25 n BIEHFH(n=58) CIERKE(n=2326) P
ASC 4 45 11(19.0) 34(10. 4) 0.063
CHB 41 195 36(62. 1) 159(48. 8) 0.062
LC 4 102 9(15.5) 93(28.5) 0.039
HCC 41 42 2(3.4) 40(12.3) 0.047
2.3 MAIAFNMERGE HBV REB M E N 215 65 M

BF T, HBV BB K 31 il \HBV C B 8 180 i, 174 f
LR HBV B JE R A 27 i) HBV C JE B # 146 i,
HBV B/CiR-A R H 4 6. 2% 1 . 15 o [ 1 5 8 &
HBV 7345 22 5 LG 24 B (P>0.05) . W3k 2.

*®2 AR S HBV EEB S HHXR2(%)]

5 BHRNM (n=58) CHMNM(n=326)  »* P
B 31(14.7) 180(85.3) 0. 062 0. 803
prq s 27(15.6) 146(84. 4)

2.4 HBV #E%E 5 HBeAg %% 326 i) HBV C 3£ 5
e F of HBsAg, HBeAg, HBcAb ¥ Bl 3 (f B & = FH) 108
%l . HBsAg.HBeAb, HBcAb ¥ [H o # (& Fx /N = FH) 182 fi,
HBV B 5 A BB 5 R = BH 20 6. /N =0 28 f5]. L3R 3,
HBsAg.HBcAb #] % BA ¥ % 10 ] % HBV B 3L K 5, 36
%l HBV C Z:H %, 5 i) HBV B/CIRA BB N/N=H. B,
C B A A HBV J& 935 LB H HBeAg MM 2 HBV DNA K
- 25 B TG ¥ R X (P>>0.05)
%3 HBVEREESA=ZM.N=MEK
HBV DNA 7k F iy £ &

HE [H 7Y K=EZMaCOT  ANZBHn0 ] HBV DNA
B 3 K #Y 20(34.5) 28(48.3) 5.324+0. 80
C HL R #Y 108(33. 1) 182(55.8) 6.98+0.71
P 0. 840 0. 287 0. 896

2.5 HBVMEAE ALT.AST 3% 389 # HBV B.C 3£ H
RUBREMI IR N "R A S B G ALT R4 50 5% 2 1§
AST iR ILRITTHE L (P>0.05), W4,

=1 HBV #E#& 5 ALT & AST % % (U/mL)

Wi H BEEHE A (n=58) CIEKEM (n=326) t P
ALT 64.084144.53 68. 734122, 14 0.036  0.849
AST 50. 19454, 06 69.17+126.18 1.965  0.164
3 9 it

1988 AE AW 5E & # 18 #k HBV & B2 J¥ 51 4> 4 4 /E H
BLCALET A 2 5 R T 8%, X Fh 2 5 o oA 4
HBV BB FRAE . KEF5E R HBV B K B4 = B A i
WA AT ST X VS % M IX Y 389 fi] HBV JE e & ik 47 %
R4y, 45 Hy HBV C JER 1 326 44 (5 83. 8% (326/389) , HBV
B AT 58 4] (5 14. 9% (58/389), HBV B/C R4 % 5 i &
1.2%(5/389), M HBV C %R B 5 35 £ EAL %, 5 LI
T X I 7 1 22 3t X ) F 5 — 30

WAk HBV JEBE B i 55 © 42)7 12 i T I B HBV )&
AL BB AT VUSRI AT R A% . AP R HBV R
[7i) i R 7Ry EL G B 68 4 1) AN ) T o R 80 4 1) 22 5 L T
—2 5 HBY B35 0918 & & 7% 13 R T 35 20 W iR 7 o7
B AHRER HBV C B BURYL 3 1L HBV B &K B 5 5 &
J RN SRR AL R T, X 5 A K AR I S e R — 3
ARA TR R HBV C 5& B R 68 4k A 988 95 &7 L )t
HBV B T & HBV B/ICH AR Em. ZRAHKITEE X
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(P<C0.05), B UILE HBV 3B A% F 974 ) B 2 B /2 7
& LC M HCC iy KA — & 8l .
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