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M, R 158 ri-HCV Mk d % PCR-% EIRA A4 HCV RNA raE 4 K 54 4], 5% FH F>1.0X10° IU/mL ¢ 45
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HCV S/COE4 R 2 F A AT FEN(P<0.05); RESF#BEE KR A 5 A b 2 Fisher . 2 F A 43 F &L (P<
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Analysis on the results of domestic HCV RNA genotype diagnostic kit"
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Abstract : Objective
Methods

To evaluated the HCV genotyping results which obtained by genotype diagnostic kit in Shenzhen area.
158 samples which ELISA test of anti-HCV were positive were collected from voluntary blood donors from 2014 to
2015,and were tested by PCR fluorescence probe method for viral load. The samples which viral load were greater than 1. 0 X 10?
IU/ml were then tested by HCV RNA genotype diagnostic kit. To analysis the proportion of different genotypes and the correla-
tion between genotypes with vrial load. Results 54 HCV RNA reactive sample were quantity by PCR fluorescence probe method
from 158 anti-HCV positive samples. The genotyping data for 45 cases which vrial load greater than 1. 0X10° TU/mL were obtained
by HCV RNA genotype diagnostic kit, The frequencies HCV genotype 1b,2,3 and 6 were 57. 78 % (26/45) ,6. 67 % (3/45),8.89%
(4/45) and 26. 67 % (12/45) ,respectively. One-way ANOVA analysis showed that significant difference in viral loads was found be-
tween different HCV genotype 1b and 2(F=2. 861, P<C0. 05) ,and there was a significant difference in viral loads and anti-HCV S/
CO by sex(P<C0. 05). Fisher's exact test showed the significance difference between age and genotypes(P<C0. 05). Conclusion
HCV 1b and 6 were the most predominant genotypes due to the higher viral load than the other subtypes among volunteer blood do-
nors in Shenzhen, while the proportion of HCV 2,3 declined.

HCV genotyping; plasma viral load; volunteer blood donors
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1.2 Y8855 HCV RNA 8/ H & HCV 3 H 4
U5 & GBI RS 25 A48 P BB B 7DD 5 Ortho $i1-HCV EIA

Kit( 3£ Ortho-Clinical Diagnostics) ; Murex #i;-HCV V4. 0
(3 EHEED s ABI 7500 #ISEH] 5 5 586 PCR ¥ {4 (3 [H ABI
MY & 58 A s MX3005P 82 B 52 6 5 it PCR X (3
Agilent A7) ; FAME 24/30 i 5 58 4 AL #% (B + HAMIL-
TON) ; TECAN RSP/200 iff % 35 i # 4% %% (& £ TECAN),
Beckman UniCel DXC600 (& [F I o, & FE/R¥FA R A FD .

1.3 IR A R LI 2 S M AR 2 il 32 3
R 2 s 45 =1 U P i 220 235 SR o B A

1.4 WHEHBREIEERRRN PR 25 5% 5% A I i 7 1
B 05 R R IR R G (IR MDA BRA J (iS5 2506245)
1.5 #Wif% st PCRE il HCV RNA - # B pg 25 A= 9
FHE A R A HCV 05 75 8% B8 o 52 b D0 3 790 150 W) 43 8¢ & A ¢
AR S H AT IR R 1. KT 9520 SR A AG H BR S 25 TU/
mL, 8P JE [ 50. 0~1. 0 X 10° TU/mL. X} F I & 5 >1.0X
10° TU/mL [ REA A5 BE AR LU 76 B J5 7 Uk i

1.6 PCR-ZEGIFH AN HCV ST 4 BB S A4
BHEA B R HCV S B4 I 350 #3700 6 00 43 81 . AR 4
IKIR 25 IR CT (B AR R AN - L SR 45 3 DR 00 I 0 928 1) 6 00 45 51
No Ct 3% Ct {>>36, M| H| K% HCV 1b &I 1 # 2 # 3 #IF 6
RUBAPE R HCV 1/3 BRI A6 45 SR FAM Ce <36,
et HCV 1 BUFH M, HEX Ct fH<I36. it #5>8 HCV 3 AL
P R HCV 2/6 BB R 4G TN 25 5 FAM Ce <36, 4t 4
Sy HCV 2 B HM: , HEX Ct {H<C36. 4t 15 2 HCV 6 B fH P
B HCV 1b/ P b 5L R & T 25 5 FAM Ct {5 <036, iz 45
S HCV 1b B,

1.7 SEil2 A 9 8 8 B B TS B AR e 25 . I
F SPSS19. 0 B i BB R FH R H Rl 240 F 22 K5
BF L Welch #5305 78090 0ER AR 7 R 3 . P<<0. 05 RoR 2 5
BHEITERE L, K2 e M T<<5 it 20% iR A
Fisher 5 K 56 .

2 & £

2.1 HCV 53 F ARG E 45 5% Hi-HCV MR A 158
Bl b G R > 1. 00X 10° TU/mL 4 45 §], 43045 21 9% 7 5t
FHIZER , HCV B EFEB b B 5 2 BB R EFHSR
3 U (F=2.861,P=0.45); LA KB 2 AHEH R E L HF
TG E X (P>0.05), HARkWFE 1,

2.2 KREMEMNY HCV RNA E &8 Ky BA NS R AR K

TP 2500, B S Lt Z ) HCV RNA F 72 K I 25 51 K& $i-
HCV S/CO fH 45 1 4 Welch #3022 5 A 4L it % 8 L (P<
0.05), FM:5 4 V22 (A 4F i 4 &R & L i R i L N R O 2
SRR A R EF G E L (P>0.05), H: L&
B AL 5y Aii b B Fisher & 346 30 22 5 K 4T 2% 8B L (P>
0.05), kA HCV 2.3 #4346, L Ei-HCV FH 2 ik
I R A R BB T 5 M HOV RNA R 1 B 2R £
TFBME. Bk 2,

2.3 ARERA HCV RNA 7 KoM gR AR E
05 25 BT AS TR AF % 410 1 40 R 2 ) 22§ RS2 2 L (P>
0.05), AN[RJ4F % 41 4% 5 R AL 43 1 bo i) & Fisher K 8 K6 50 22
S G L (P<<0.05), HAKILFE 3,

*1 HCV BEEFEFEEERNE R (1U/mL)

WA R R AR AR ME S BME ARORE

HCV 2151 n

1b 4 26 5.930 0 1.06 3.90 7.26
2 ;i 3 7.090 0 0.08 7.04 7.18
3% 4 6.710 0 0. 64 5.83 7.35
6 7 12 6.700 0 0. 90 3.94 7.54
it 45 6.414 7 0.94 3.90 7.54

%2 AEMI HCVRNA RERHSRANLE R

i H Wk itk Hit
Hi-HCV FHHE G 98 60 158
HCV RNA B G 40 14 54
At 1 Cn/ (90 ] 19/98(19.39) 16/60(26.67) 35/158(22. 15)
L ICD) 31.4249.50 32.6249.95 31.8849.66
N R AIEE R 30.82+9.27 26.15+6.68 29.78+8.91

Pi-HCV S/COE G LS

WA E (s, 1U/ml)

3.214+1.60% 2.2741.43* 2.85%1.60

5.80£2.03% 4.8742.314 5.5642.12

HCV 1b % (n) 20% 6% 26
HCV 2 B Go) 3% 0% 3
HCV 3 & () 47 0% 4
HCV 6 #Go) 87 4% 12

W Hi-HCV S/COE B MR FHm F Lok, » P<<0.05; FLE M 7E
PR A i 2 R G L. 7 P>0.05, B4 HCV RNA &
AN 25 R 3 T Lo tEd .~ P<<0. 05,

x3 AEERA HCVRNA EERS BN E R

EIRY B Hi-HCV [Pk 9 T R 993 T 4 B HCV 1b HCV 2 HCV 3 HCV 6 it
(%) (n) HE(U/mL) 2 (U/mL) () () () (n) (n)
>18~<125 56 5.95 1.92 11 1 0 8 20
>25~<35 41 5.78 2.10 4 0 0 4 8
>35~<45 44 5.41 2.07 9 1 4 0 14
>45~<55 17 4. 45 3.10 2 1 0 0 3
At 158 5.56 2.12 26 3 4 12 45
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x4 AEAEHE HCVRNA EERSEBMER

i H oS IDRE EISAS PR #it
PRI (%) ]

5 19(19.39) 79(80.61) 98

4 16(26.67) 44(73.33) 60
PHi-HCV Bk G 36 122 158
HCV RNA B4 () 16 38 54
AR () 32.37+11. 64 31.74+8.97 31.88+9.63
TN AR A L 5 22.39411.57 21.5749.19 21.7549.77
Hi-HCV S/CO (%) 3.01%1.70 2.8141.56 2.8541. 60
SR (T, 1U/mL) 5.9042.01 5.4242.18 5.5642.12
HCV 1b #I (n) 11 15 26
HCV 2 # (n) 1 2 3
HCV 3 A (n) 0 4 4
HCV 6 #I(n) 2 10 12

2.4 RFE P4 HCV RNA E & KB R g5 5 pE s
T 225 R P AR AR TN R A R T N A P
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