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Research on nucleotide sequence of a newly emerged pandemic norovirus G || . 4 genotype
ZHOU Mingli ,CAI Ailing ,ZWANG Xuefeng”
(The Third People’s Hospital of Jingzhou City,Jingzhou, Hubei 434000 ,China)

Abstract: Objective  Analysis of the complete genome sequence about the newly emerged pandemic norovirus Gl . 4 genotype,
to understand its variation characteristics. Methods 264 patients were collected with diarrhea. The RNA was extracted from 264 fe-
cal specimens and ¢cDNA was synthetized. The positive samples were amplified by PCR, the amplified fragments were sequenced.
The complete genome sequences of the norovirus was sequenced and analyzed. Results A new norovirus variant strain of Jingzhou
GIl. 4,a pleiston of Sydney Gl .4 was isolated. A large variation was found in the new variant subtype,which was mutated inclu-
ding in the hypervariable P2 domain of the major capsid protein VP1. Conclusion The result demonstrates the variant strain of

Sydney Gl . 4 was spread to China. VP1 of norovirus Gl . 4 is evolving rapidly. The spread and evolution situation of the norovirus

G1l. 4 need to be closely monitored in China for the development of effective vaccines and therapeutic monoclonal antibodies.
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