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To discuss the diagnostic value of Epstein-Barr virus DNA (EBV-DNA) detection in the clinical TNM

A total of 500 patients with NPC were selected as research

Abstract : Objective
staging of patients with nasopharyngeal carcinoma(NPC). Methods
group from March 2013 to December 2015 analyzed. At the same time, 200 healthy people were chosen as control group. By real
time quantitative PCR, the level of EBV-DNA in plasma was detected in all the subjects and compared between the two groups as
well as between [ , [l , [l and IV staging. In addition, using enzyme-linked immunosorbent assay (ELISA) , serum EBV coat anti-
gens-IgA(VCA-IgA) were detected. Results
higher than that of control group(9. 00% , P<C0. 05). The copy numbers of plasma EBV-DNA in patients with NPC was positively

The positive rate of plasma EBV-DNA in research group(75.00%) was significantly

correlated with TMN staging(P<C0. 05) , the later the TNM staging,the more the copy numbers of plasma EBV-DNA. Conclusion
The plasma level of EBV-DNA is correlated with TNM staging of patients with NPC. Detection of plasma EBV-DNA is valuable for
the diagnosis of NPC which can be used as an auxiliary molecular biological index for TNM staging.
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