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Study on clinical application value of rapid diagnosis technology in active pulmonary tuberculosis "

CHEN Lei' , XU Junchi' ,YANG Yuting' ,ZHAO Jing' ,WANG Fengping*
(1. Suzhou Municipal Fifth People’s Hospital , Suzhou, Jiangsu 215007 ,China ;2. A f filiated

Infectious Hospital of Suzhou University ,Suzhou, Jiangsu 215007 ,China)
Abstract: Objective To investigate the clinical application value of combined application of sputum smear acid-fast staining, tu-
berculosis-interferon gamma release assay ( TB-IGRA) and TB-DNA in the diagnosis of active pulmonary tuberculosis (TB).
Methods A total of 803 cases of pulmonary TB and 216 cases of non-TB lung disease as controls were selected. The above 3 kinds
of fast diagnostic technology were adopted for conducting the detection. Their efficiency for diagnosing active pulmonary TB was in-
vestigated. Results In the pairwise comparison of the area under curve(AUC) of single detection indicator, AUC of sputum smear
acid-fast staining was minimal(0. 675) with the worst diagnostic efficiency,its sensitivity and specificity were 35. 87 % and 99. 07 %
respectively; AUC of TB-IGRA was maximum (0. 771) with the best diagnostic efficiency, its sensitivity and specificity were
88.54% and 65.74% respectively. In the pairwise comparison of the bigeminy and trigeminy combinations, AUC of sputum smear
acid-fasting staining+ TB-IGRA, TB-IGRA + TB-DNA and sputum smear acid-fast staining + TB-IGRA + TB-DNA was larger,
which was greater than that of sputum smear acid-fast staining+ TB-DNA, the difference was statistically significant(P<C0. 05).
However, the difference among the sputum smear acid-fast staining+ TB-IGRA, TB-IGRA+ TB-DNA and sputum smear acid-fast
staining+ TB-IGRA+ TB-DNA was not statistically significant(P>0. 05). Conclusion

the combination diagnosis of multiple indicators can increase the sensitivity for diagnosing pulmonary TB. From the perspective of

Compared with single indicator diagnosis,

cost and effectiveness,the combined detections of sputum smear acid-fast staining+ TB-IGRA and TB-IGRA+ TB-DNA have larger
AUC with better detection efficiency.
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