e 3570 - E R I E ¥ 4275 2015 48 12 F 4 36 %4 24 #] Int ] Lab Med,December 2015, Vol. 36,No. 24
- it -
/ LY Y 74 I[\-
COX | #E DNA FRBEFARESEEERN RN A
1% 5 %
/% T & JR TR B 32 4] P 0, I JR % 223001)
# ZE:BH RAweéeti CARLE | BACOX D &HBRBEFHRFELELZ T ERA., ik SHRKG IAREAN

A COX T AR A7m A, A A DNAstar 4347 5 5 b 2t & B R v 447, A A phlip3. 6 24 i 3 5k KR & (ML) My 22 3t 4L
A, BEROE AR %K LA A sh2011040702, ra2011042193 & ra2011051168 5 f ¥ & & £ — %, sh2011051404,
sh2011051408 & ra2011041177 %5 ¥ ¥ & % 4 £ — A2 ,sh2011051837,sh2011041917 & ra2011041175 5B o — 3.3 5
WEFLERER B, &% 2 COXT AW FF4E A% DNA 7 i sad s A K 5] LA — 269 TAT

KR :miee X CAtss | 2k, DNAFZHA; HE; %

DOI:10. 3969/j. issn. 1673-4130. 2015. 24. 026 HRFRIRED A NEHS:1673-4130(2015)24-3570-02

Application of DNA barcoding technique of COX | gene in identification of ticks
Hou Haiyan
(Huaian Municipal Center for Disease Control and Prevention , Huaian, Jiangsu 223001 ,China)

Abstract : Objective

dentification of wild-caught ticks. Methods

To investigate the application of the cytochrome C oxidase subunit | gene(COX ] ) barcoding in the i-
The COX [ gene of 9 caught tick individuals with different species was sequenced, the
DNAstar software was used to conduct the sequence comparison and homology analysis. Meanwhile the philp3. 6 software was a-
dopted to select the maximal likelihood(ML) method for constructing the evolutionary trees. Results In the phylogenetic trees, the
samples of sh2011040702,ra2011042193 and ra2011051168 with Haemaphysalis were in a branch,sh2011051404,sh2011051408 and

ra2011041177 with dermacentor were clustered together,and sh2011051837,sh2011041917 and ra2011041175 with hyalomma were

in a branch, which were consistent with the morphological identification results. Conclusion

Making the COX | gene sequence as

tick DNA barcoding has certain feasibility for identifying the tick species.
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