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Vaginal microbiome characterization in women with HPV16/18 infections and high-grade CIN "
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Abstract: Objective To investigate the vaginal microbilme characterization in women with human papillomavirus(HPV) 16 and
18 infection and high-grade cervical intraepithelial neoplasia(CIN). Methods Three groups were set,including control group(with-
out HPV infection and with colpitis) , low-grade CIN group(with HPV 16 or/and 18 infection) .and high-grade CIN group (with
HPV 16 or/and 18 infection). Virginal microbial composition was determined by using 16S rRNA amplication sequencing and hier-
archical clustering analysis among three groups was applied. Rank sum test was used to determine statistical significance. Results
Diversity and complexity of bacteria was significantly elevated in high-grade group. Compared with the control, the growth of Lacto-
bacillus crispatus(L. crispatus) and Lactobacillus casei(L. casei) was significantly decreased, while Lactobacillus iners(L. iners) was
significantly increased in low-grade CIN group and high-grade CIN group,and both were proportionally correlated to the grade of
the disease. Brucella canis (B. canis), as colonized bacteria, was significantly decreased in both low-grade and high-grade CIN
groups.and the changes were proportional to the grade of disease. The growth of Dialistersuccinatiphilus(D. succinatiphilus) , Gard-
nerella vaginalis(G. vaginalis) and Prevotellabivia(P. bivia) were significantly elevated and proportional to the grade of disease. Con-
clusion The diversity and complexity of virginal microbial composition could be significantly expanded in women with HPV infec-
tion and high-grade CIN. In contrast to the important role of lactobacillus in virginal health. L. inners could be pathogenic. The colo-
nization of B. canis.D. succinatiphilus,G. vaginalis and P. bivia might be highly correlated with HPV chronic infection and further
development of CIN.
virginal; microbial ecology
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