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Abstract: Objective
on Target Enriched Multiplex-PCR(TEM-PCR) , fluorescent probe melting curve analysis and blood direct PCR. Methods
TEM- PCR primers and probes of HPA1—17,Cab alleles,amplify target sequences of all 18 alleles by blood direct PCR and distin-
The TEM-PCR could amplify all target sequences of 18 alleles and the

To establish an acurate and convenient method to distinguish human platelet antigen( HPA) SNPs based

Design

guish different SNPs by melting curve of probes. Results
melting curve analysis could distinguish those SNPs, the accuracy was equal to PCR-SSP method and the process was more conven-
ient without blood genomic DNA extraction and subsequent gel electrophoresis thus decrease the cross-contamination risk. Conclu-

sion Successfully established a HPA1—17,Cab alleles distinguishing method based on TEM-PCR, blood direct PCR and fluores-

cent probe melting curve analysis technique.
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1.3.2 PCREEWA (DRBKZRE N 12.5 ul 2X Blood-
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Direct PCR Mix, 1 pL 41,5 pL 31884 Mix(4% % #4 Fo., *x1 HPASTHEESH . REMUARKEE
Fi.Ro.Ri ¥4 100 nmol/L. %} )i B9 3¢ Yo 5 4 4 150 pmol/ RERWHIREEE
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1.3.4 RFESLEK B 10~10° copies &% WA a/b IR & #r i
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1 195 195 5 5 0 0 1

2 182 182 18 18 0 0 1

3 102 102 82 82 16 16 1

4 199 199 0 0 1 1 1

5 197 197 1 1 2 2 1

6 186 186 10 10 4 4 1

7 200 200 0 0 0 0 1

8 200 200 0 0 0 0 1

9 200 200 0 0 0 0 1

10 200 200 0 0 0 0 1

11 200 200 0 0 0 0 1

12 200 200 0 0 0 0 1
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