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The value of Anti-HCV-IgG antibody and serum HCV-RNA in the diagnosis of hepatitis ¢
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Abstract: Objective To study the anti-HCV-IgG antibody and serum HCV-RNA value in the diagnosis of hepatitis c. Methods
From December 2015 to December 2006,76 patients with hepatitis C were enrolled in this study. All patients were tested for ser-
um anti-HCV-IgG antibody and serum HCV-RNA, and the positive detection rate of hepatitis C was detected by two methods a-
lone. Results 76 specimens of anti-HCV IgG antibody testing positive rate was 27. 63 % ,the detection of serum HCV-RNA positive
rate was 25. 00% ,the two kinds of joint detection positive rate was 22. 37 % , the three methods positive rate were relatively close,
but there was no significant difference(P>>0. 05). According to different loads interval differentiate HCV-RNA virus detection rate
of rising,anti-HCV-IgG five interval were 60. 00% ,83. 33% ,100. 00% ,100. 00% ,100. 00 %. Conclusion

anti-HCV IgG antibody or serum HCV RNA in the diagnosis of hepatitis ¢ have limitations, the joint detection can effectively reduce

The detection of single

the missed diagnosis and improve positive rate and provide a reliable basis for clinical diagnosis of hepatitis C.
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11—kl filidk 2015 4F 12 A & 2016 4F 12 A 76 BN
R 4 135 00 3 R FF R 5, 4 S B0 90 5 2 35 4% & TR BY I R Bl 3R
160 2015) P HISC B Widn vt . 2 ME T BUIF R ABERTE &F 6 4
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PG 2 BRI . HEBR I At 25 B B 1k I 4% 2 T B R U
T RE S H IBE , TEAE H A P RTIR T 2 5 00 58 O A
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1.2.2 WAk $-HCV-IgG HLR £ R 1k 2 & ik
R, SR 3 5 1S1200 42 { 34k 2 & S 352 43 #1 AX (Centaur
XP) B F & 52 B I, HCV-RNA # W . 5% A 28 56 & &
PCR A {5 DA-7600 K it 242 57 & il o 1 R 27k
T B R B ) B At L R R AR Bl 250. 0 U/mL, 4§
HEFEEAE 1. 0X10° ~1. 0X 10" U/mL, i #4574 #i |
UL SE L. AR R B AN R 4o 5 AN IXE] L 4r 2 100X
10° ~<<1.0X 10" U/mL.1.0X10*~<1.0X10°> U/mL.1.0X
10° ~<<1.0X10° U/mL.1.0X10°~<1.0X10" U/mL.1.0X
107 U/mL KL |
1.3 FHdERAEIRE  Pi-HCV-1gG $o 6 B2 2 4] ¢ AR
WA FEA TS 25 - 7E 1. 00 45 40{d J% LA 1+ s HCV-RNA £ 1 B
O B o T ARETE 1.0 107 U/mL R L "7,
1.4 SEiit2Eab s BFSE A 040 ok H 45 i1 2% SPSS18. 0 2 {4
SO ER A R R RORER A T2 RoR A L BCRH ¢
5 O BRI E 4 B (V0 TR LR ELECR T o K58 L
P<0.05 RERA LI,
2 & R
2.1 3R T IE AN A R R BFST A R B R Bi-HCV-
IgG i 4R K6 0 BH AL 3R O 27, 63 % 3 HCV-RNA #; il B ¥ R 4
25.00 %0 s 3 BRA R B P22 22, 370053 21 FH Pk 22 4 ) 22
S TCG 2R L (P>>0. 05) s B Ak I BH M 5% 5 115 TR 12 i 4
FFEE BRI R B AL . W3R 1,

F 1 3T A ER ML R LB n(%)]

Hi-HCV-1gG

HCV-RNA &3t
(+) (=)

HCV-RNA(+) 17(22.37) 2(2.63) 19(25.00)

HCV-RNA(—) 4(5.26) 53(69.74) 57(75.00)

it 21(27.63) 55(72.37) 76(100. 00)

2.2 HCV-RNA J5 8 AR i X Hi-HCV-TgG il 45 4L 1
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00%(3/5).83. 33% (5/6),100. 00% (3/3).100. 00% (4/4)
100. 0026 (1/1) s {H 45 DX [ PH A %6 L A 2% R o4 i 2 38 L (P>
0.05, W& 2,

*2 HCV-RNA SR E#HEX B HI-HCV-IgG

Wi R B (%)]

X ] n Pi-HCV-1gG(+)

1.0X10%~<C1.0X10* U/mL 5 3(60.00)
1.0X10*~<C1.0X10° U/mL 6 5(83.33)
1.0X10°~<C1.0X10° U/mL 3 3(100. 00)
1.0X105~<C1.0X107 U/mL 4 4(100. 00)
1.0X10" U/mL &L | 1 1(100. 00)
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gl HCV-RNA K B 2R 4 25. 00 % « B A 46 I BH 1 2R
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TG H I RS T 1B B 1 A AR B PR SRR I R SE PR 2 WA B %
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MK 2 g5 1] F i HCV-RNA 95 75 28 5 3 fin . i-HCV-
TG Kz PH M B 2 i, 2 R A A 3 1. 02X 10° U/mL
B H1-HCV-1gG £ I FH 4 2 8 6% 3% 3] 100. 00% . 5 Tejada-
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HCV-RNA V& B S T4 5/ . RIEAT 4§ 8& HCV-
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