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 E:BHWM AR CEFKMMEFEg X, ARk bF P AKX %F(HBV)-DNA #% 5 5L F HBV-DNA # % )
X %.5L7+ HBV-DNA K E L ZafF i X &2 BN F RN %AW, ik xF 267 6 HBV #47 =da, A B % R W
K3 (ELISA) k4l & AF £ & @ 48 (HBsAg) f2 TR B £ e 0B (HBeAg) . JA % % 7 % PCR 3 A4 fa % & F2 L7+ + HBV-
DNA S, A AR E0NmARALESHEALT), R 109 4 HBsAg #» HBeAg X [a M 49 & 42, 3t 5L+ HBV-DNA fa %
&% 76.1%,158 4] HBsAg At HBeAg MM =425l HBV-DNA fa b &4 3.2% , £ F H %33 & X (P<<0.05), MWK Fa
HfF P R RE & E 4 HBV-DNA, 4 4] 4 HBV-DNA<(500 ,500~1,0X10°,>1.0X10° copies/mL 3 8, & # % 2 5Lt
HBV-DNA # % £ % A %t % & X (P<<0.05), A &35 7 HBV-DNA % 3 5 3L+ HBV-DNA # 3 2 E48 % % 4 ;3L & HBV-
DNA ra it 5 5L HBV-DNA B b = da e if ALT #4708, 2 F A 4 % & L (P<<0.05). £ HBsAg #= HBeAg S [a 14
Fadn 7 # HBV-DNA>>1. 0X 10° copies/mL # F4a R & F LR /. R ot 5L & HBV-DNA R &4 49 =42 & B o F by Bl i 2
A, A BT K AT AR A% .
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Analysis of HBV-DNA load and liver function in maternal with different HBV infection patterns”
DONG Jian ,ZHANG Yanggen”™ , TAO Min

(Department of Clinical Laboratory,No. 175 Hospital of People’s Liberation Army , Zhangzhou, Fujian 363000 ,China)

Abstract : Objective
B virus (HBV)-DNA load in serum and the HBV-DNA load in breast milk,the relationship between HBV-DNA load in the breast
HBsAg and HBeAg were detected by ELISA
in 267 cases of hepatitis B positive maternal, HBV-DNA load in serum and breast milk was detected by fluorescent quantitative
PCR,and alanine aminotransferase (ALT) was detected by rate method. Results The positive rate of breast milk HBV-DNA in 109
cases of HBsAg and HBeAg double positive was 76. 1% , the positive rate of breast milk HBV-DNA in 158 cases of HBsAg positive
and HBeAg negative women was 3. 2% , the difference was statistically significant (P<C0. 05). 3 groups of women were observed to
carry different loads of HBV-DNA in their serum, HBV-DNA <C500,500 — 1. 0 X 10°, >1. 0 X 10° copies/mlL, respectively; the
difference of HBV-DNA load in breast milk was statistically significant (P<C0. 05),and there was a positive correlation between
HBV-DNA load in serum and HBV-DNA load in breast milk;there were significant differences in serum ALT between HBV-DNA
HBsAg and HBeAg double positive mater-
nal and the maternal whose HBV-DNA load >>1. 0X 10° copies/mL in serum are not appropriated to breast-feeding. Women with

To study the relationship between the infection patterns of hepatitis B positive maternal and the hepatitis

milk and maternal liver function,and evaluate the safety of breast feeding. Methods

positive breast milk maternal and HBV-DNA negative maternal(P<C0. 05). Conclusion

high HBV-DNA load in breast milk should monitor liver function at the same time,so as to prevent liver injury.
HBsAg; HBeAg;
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T [ & 2 BT 4 v S IX . NHE 2 BT 480 3 (HBV) #%
AR 1000~2000 1.2 421 skIEAED X 32 187 fil 7
TAHEAT 4 R % g (2 RINT A SEUE A2 VPO BUAIT 48 1% 100 1Y
AL AR IR, 32 187 il idh HBV L R . 2
T T8 ) P 4 i 12 228 oL Y0 AN B B A% 1 [N 1k HIBV ##%
PR LR SR R A 2 TR 2L HBV S T B0k B2 2 ¢
TE. HAET. HBV #5755 7 10 88 15 k47 B 3L W8 37475 48 f 16 4 1L
N T T R I FLT T A HBV-DNA 48 & & 5L LA K
7 U B AT IR 32 4501 B0+ LS £ 3t 0 A 2R LR R 5 5 AR SO0
Fi A N T 2013 —2015 4E 2 TABE Y 267 i) HBV #E4i7
PEAEEAT T s . BURIEI T
1 #EHEHFE
1.1 — %R ®H 201341 H 1 HE 20156412 A 31 H
ABE o e i HBV 547 7 10 267 {0 9 BF 5 X 4. 4F Wy 20~ 39

*» EEWB - MAEXMEE AR HOZMA6S) .,

EERB N - ES, Lo, REHIN, FEMNFIGIR > T2 W05

& YA 27 % TC HAl I R AE

1.2 FpARE

1.2.1 AhEIL B 7= 80 3478 43 06 i s AR 28T il 3Bt ik i
3~5 mL, B F F 22 R4 H .3 000 r/min B0 10 min 488
M, 4~8 CHUE 12 h FFI.,

1.2.2 it =a0d)s 1~5 d WL R % . — Rk
T A REFIT 3~5 mL,HEJ5 3 000 r/min &.0> 10 min,
gt LZRENT 2 B A2 ZT 4~8 “CHlE 12 h 7l

1.3 Wik

1.3.1 2 B4 & 1 $i )5t (HBsAg) F1 2 BUF & e T )R
(HBeAg) Kzl W 4R 7™ 40 L 35 45 A 4 I HBsAg Al HBeAg.

I 72 SR P Tt BB G 2 R IR 36 (ELISAD 35 L iR ok & Bk 8 R
AW R H L BEARCR F BIO-RAD680,
1.3.2 HBV-DNA #l R%H 2 E ABI7500 3 B 4 14 (4 F1 p
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L3R 2 A B A 77 1) B 42 5 S g i PCR ARG &, 43 51 s DU o,
WAL T AP TR 4 B 3 B A  HBV-DNA FH 14
4z 8L f == 500 copies/ml, HBV-DNA [H 1 45 % B << 500
copies/ml_,
1.3.3 WHRBREALEBE AL KM R 85K 56
ALT.ff VG ]F A2400 4 [ 3 A 4L 4 M ACF 1 i &2 2% K AiE
B ALT 5 & k570 6 .
1.4 Ziih2#ab3  J H SPSS15. 0 4 % £ 8 i 17 kb 3L, 1
BRI LR RIR R WIS T R, LA P<<0.05 HZERAH
Gl L,
2 % ES
2.1 PEUOMmE AR R 5307 HBV-DNA H&E X FR 109
%] HBsAg Fl HBeAg X PH M ) 7= 40, H 5L i+ HBV-DNA FH #:
RN 76. 1%, 158 §i HBsAg FH i HBeAg B #4777t
HBV-DNA FHER K 3. 2%, 2 7 A il % 5 L (P<0.05),
JUE -

x1 MAFEPLERREFERSETH

HBV-DNA #FE2X %

FLit HBV-DNA  #y+ HBV-DNA

) TG B
A #H (HBsAg. HBeAg $HME) 109 83 76. 1

B 41 (HBsAg [HYE. HBeAg BAtE) 158 5 3.2

e 155.49
P <20. 005

2.2 PAIME H HBV-DNA # & f LT+ HBV-DNA # &
WISCFR  ARYE" 1 m i  HBV-DNA i A5 3 4151
H : HBV-DNA<Z500 copies/mL;2 24 : HBV-DNA 500~1. 0 X
10° copies/mlL;3 20 : HBV-DNA>1. 0 X 10° copies/mL., 4 #f
£ 3 M F I HBV-DNA # & 2 5 4 it 8 L (P<
0.05), L% 2,

x2 FmiEME T HBV-DNAHEM X R[a(%)]

2L HBV-DNA 717+ HBV-DNA

Aam B BT B K 20
141 98 0€0.0) 98(100.0)
2 101 8(7.9) 93(92. 1)
34 68 19(27.9) 49(72. 1)

W3 HZ M A, y2=35.32,P<<0.05; 1 #1552 4 U, > =
8.09,P<C0.05;2 415 3 4l L#. > =12. 13, P<<0.05; 1 41 5 3 4l It
B,y =30.92,P<0. 05,

®3  ZitHARE HBV-DNA #E%
mE ALT ¥ &

ALT fRtE ALTBAME  ALT BEPER
251 n
n) (n) [€9)
At HBV-DNA F#:2H - 88 31 57 35.2
At HBV-DNA B4 179 0 179 0.0
X 7134
P 0,005

2.3 A HBV-DNA #m Ml ALT X R K
267 ) HBV #45 F= 10 M B 4l » $LiT + HBV-DNA<C500 cop-

ies/mL M BA M 4H s 7T H HBV-DNAZ=500 copies/mL iy FH 4
2. ¥ ALT>50.0 U/L ¥ M HMESS R, ALT<<50. 0 U/L %
FHMESS SR, LR A5 R B on, Ly HBV-DNA B 41 1 3%
ALT 0y B3, 2L 7t o HBV-DNA B ¥ 41 5 B M 41 1m0 3
ALT K ZRA ST E X (P<<0.05), L3 3,

3 it it

WA LB SR 5 1 05 2 Oy B LR BB
F AL HE T AL R R KT AL R 2 AR RO A PR 4 A A
AL % o 5 B BAL R 1 10 %6 5 KO- A% #% 32 B2 45 76 16 A= 10 A
WA G D0 A TG b B B #E . & 9096, 7R I 7 4
WHGEATRILNIEAA 3 AT RE: (D &M 8L (2) /i
B E B 2 47 SR LA TR A B T e 0 R KT 32 R s (3D
Jo 5B A b B B ol A0 3 a0 L FL T TR TR LR /NME
BV LR R R BT - DT HBsAg FHMERTF 1.3,
6,12 N H 2510 22.5% .85.0%.90. 0% .96. 7% , Hi A i 4 30
e — & BF ], BF LR BRI Sl — 28 432 B £ 700 JHF 48 338 8 ool A8 0 5 A=
L= ™,

HBeAg j& HBV .0 £ 1 —#8 43 . 7 HBV &3l o 1 /i
CENE CEN—E™4 —1 P25 Fiik 2 IKEE , 1 2 5% RAEH
K H B0 23k R B B & IE i HBeAg™' . HBeAg 2%
T 52 96 BRAG — Fh AR AR e BULE I P ), 3R R IR TE
Sl BA MR fE 0. HBsAg Fl HBeAg PV R 58 & #A
o A AR SR AL Yk W AR & . B HBeAg J2 R T HBV # .0
) —FrEEE A, Y T b e, 88 HBY IE7EE
il 5 LA A i ) 4% e LT,

HBV-DNA ZH Il HBV A L& #il (9“4 r ", HBV &
Shy W P 975 7 o (F 45 A0 At 40 6 L 40 7 I S 40 A At i bt
A HBV-DNA p#& &7, HHF I3 4038 . 18 P & T I % &8
F M LB A % 40 il (PBMO) #R Hf HBV-DNA, #2785 HBV
AL AT Y PBMC, HAE e p 2 il 3™ . PR &4
KE AR E i, Bk, HBV 57 oT LIl Lt e e 4 2 L.
BILFTZET g & & HBV B 2 6 2 T IF R 1Y &
EHRE,

A3 267 ) HBV #5447 7 Id, % HBeAg B ™ 10 2L 7t
t HBV-DNA BH#E# Yy 76. 1% .15 % & T HBeAg BAME# . 1
PRMESRN 3. 2%, 25 BA Sl 2% 8 L (P<C0.05), F=idA I
i HBV-DNA # i F i35 o HBV-DNA #i A& e . 7
T HBV-DNA 25 3 8 =5 09 7 49 B Ik 52 45018 00 0 ke ™ &,
HBV YLl G825 18 ™ 10 A & 5 Py se 1 5 ALl 2 — . 7]
Bt [ B A BH 1 0 AT 2 B A2 8 RO T BRI T L
HBV #7710, A 6 B2 5 B0 A M0 T 2 66 DL R 3 &2 0118 00
HBeAg A4 H 1L 75 H HBV-DNA #E & >1. 0 X 10° copies/mL
174 7L o HBV-DNA [ PH M 3R 5 i, A i A7 8 7L
MEFR, DRI R HBV & 22 I3 AN 4T Wi, H i 7= HBsAg [
PEFEILEE 6 N A JS . 40. 0% ~60. 0% 1] % J& 3 HBsAg
FEPENY . HBeAg FH M H 1l 75 # HBV-DNA # f <<500 cop-
ies/mL 9 7 A FL i P 85 4 HBV 9% 75 19 AT BB M3 /0N 5 1 v o
HBV-DNA # & & 500~1. 0 X 10° copies/mL HJ =41, HBeAg
Tt 2 B MR J2 PP AR REHEBR FL T T 5  HBV %5 3% 19 7 #2
P, 45 A HBV (e B0 A i H HBV-DNA 2 &, Bk
K FL v R HBV-DNA #4  EEH R 7 X,
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