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Study on the relationship between MTHFR C677T polymorphism and sperm DNA fragmentation index
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Abstract: Objective To explore the relationship between MTHFR C677T polymorphism and sperm DNA
fragmentation index (DFI). Methods Semen specimens were collected from 913 male patients in our center,
they were divided into three groups upon results of MTHFR C677T polymorphism: group CC, group CT,
group TT. Sperm chromatin dispersion (SCD) was used to detect DFI. The DFI results in each group were
compared and analyzed statistically. Results There was significant difference in DFI between group TT and
group CC (P<C0.05). There was significant difference in DFI between group CT and group CC (P<C0. 05).
There was no significant difference in DFI between group TT and group CT (P>>0. 05). Conclusion MTHFR
C677T polymorphism affects the DNA fragmentation. Sperm DNA damage degree can lead to the decline of
sperm motility rate. MTHFR C677T polymorphism could help to dge the male fertility.
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