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Detection of molecular types and antimicrobial susceptibilities of Staphylococcus
aureus strains isolated in Chongqing
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Abstract: Objective To detect the molecular types and drug susceptibilities of Staphylococcus aureus
strains isolated in Chongqing. Methods A total of 110 S, aureus isolates were collected between June 2013 and
December 2014 from Southwest hospital in Chongqing. The methicillin-susceptible S. aureus (MSSA) and me-
thicillin-resistant S. aureus (MRSA) were determined. The molecular typing methods such as multilocus se-
quence typing (MLST),staphylococcal protein A (spa) gene typing,staphylococcal cassette chromosome mec
(SCCmec) typing,and accessory gene regulator (agr) typing were applied for the strains. The carriage of Pan-
ton-Valentine Leukocidin gene (pvl) and drug susceptibilities of S. aureusstrains against 13 common used anti-
biotics were determined. Results In the 110 S. aureus isolates,59 were MRSA (53.6%) and 51 were MSSA
(46.4%). The MRSA strains were divided into 11 spa types and 8 ST types,ST239-MRSA-[[| was the most
prevalent clone (57.6% ,34/59). The frequency of pvl carriage was 23. 7% (14/59) in MRSA strains. Among
51 MSSA strains,27 spa types and 18 ST types were found. Most MSSA strains were agr 1 types (68. 6% ,35/
51). The pvl carriage was 7. 8% (4/51). All MRSA strains were multidrug resistant (MDR) , whereas 24 out of
the 51 MSSA strains (47.1%) belonged to MDR. Conclusion ST239-MRSA-][[ is the most predominant MR-
SA in Chongqing. MSSA isolates show wide genetic diversity. The MSSA isolates show high resistance to mul-
tiple antibiotic drugs,which indicate that efforts to fight infections caused by MSSA in certain region,such as
Chongqing need to be intensified.
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H A% MSSA 9 #F 9% 2 18 % 2. A% F MRSA i
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tpi TCG TTC ATT CTG AAC GTC GTG AA 402
TTT GCA CCT TCT AAC AAT TGT AC
yqil CAG CAT ACA GGA CAC CTA TTG GC 516
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cerC CGT CTA TTA CAA GAT GTT AAG GAT AAT 518
CCT TTA TAG ACT GGA TTA TTC AAA ATA T
181272 GCC ACT CAT AAC ATA TGG AA 415
CAT CCG AGT GAA ACC CAA A
MecA-18431 TAT ACC AAA CCC GAC AAC TAC 359
CGG CTA CAG TGA TAA CAT CC
agr 4 pan ATG CAC ATG GTG CAC ATG C (13
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LK Ry 23, 7% (14/59), 14 BF pvl FH M A%
A 8 Kkl ST239 B, 5 6 K ST59 ;51 #f MSSA
Wk A 4 %k pvl BHME (7. 8%, 43 Il i ST,
ST88.ST398 1 ST938 Kl (% 2),

*2 110 HheFEH S FHIE(ES N AEKREY)

T R MLST %I 51| (n) spa B 5 () SCCmec % 51| () agr 5] (o) pvl+
MRSA(59) ST239(34) t037(17), t138(10), t030(7) I 34) 8
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W25 R 12 #RXF 3 BPT i 2 , H i 24 3
WL 44 5001 MSSA B FEXT 3 F L 1P 259
fif 2, Hod 1 #kXF 6 281 i 25 9 it 25 (PEN/ERY/



e 346 E AR I E ¥ 4275 2019 4F 2 A % 40 %% 3 #] Int J Lab Med,February 2018, Vol. 40,No. 3
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PEN/ERY/CLI/SXT/GEN(3) ST15(1) .ST93(2) T7146(2) ,110092(1) 1), D 0
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3 it ®
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FE BB J7 F1 A1 5t B0 55 38 1V BE 77 . 7E A Bk N B R
B o A B= BE R AL DX AR A 1 B e 1) B B I . AR TR
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S50 5 DU & 1 6 B B MRSA 1 43 #r 45 R AH —
T, ST239 B E KA F AT sk . A
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t030 B AL, A BF 98 b ST239-MRSA-I[-t037 4} 9%
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t030 i 20. 6% (7/34), & B] ST239-MRSA-[[[-t037
U TR M 76 F1 DR Hb DX A7 T 5 1Y) 35 N R ) AR % fig
ORI 45 R R W], MRSA Btk L B 25 .

F MRSA A Eb . MSSA TR #4 38 5 0 A 5 &5 19 3t
2R e e R E IR TR TE ) MSSA Y
S0 PRt DXOAS [i) T 22 5 A R0, RS R S E I 51
Pk MSSA 1 1] 538 18 # ST RUGIF1 27 Fh spa T, 4
XFF MRSA TR (8 Ff ST BIF|, 11 Ff spa ) i 7 »
MSSA HAHE Z Wy w2 &%, ST7.ST15,ST25,
ST88.ST188,ST398,ST5,ST464 il ST943 &% Hh
X F2 ) MLST IS, ST121 E7E 4K 12 446 1)
1 DX A5 1 v B R DR R R ) 5] R B 5 E G

Y. FREXF T ST121 4 8 B 1Y 438 50 7 A iF
LA 2 Bk MSSA BRI Ol ST121 B1(3. 9% .2/
51, M 2 BRI R #ET pvl B8 7 BE PR (H & 5 )
fEAE AR AT .

TE R 3 i IX I PR 43 25 1) MSSA X 55 85 K 2 4
K 22 50H FAPL W 25 W s L IR ok MISSA i i
ZitE B AE EANE RS E, AREMRE S . B %
B MSSA B Xt PEN ffif 25 4b, i %} ERY . CLI % 17 7¢
AT B A 240 . TEAS B ST Y 51 Bk MSSA B b
HORE T B A 2 TR 2 B R (47, 196,24/51) . 3X
46 MDR & A A5 #2453 . (H 2 806 PENLERY Al
CLITH 24 (75. 0% ,18/24), 7Fix ¥ MDR # MSSA
LA 3 MR YL E Z YT 25 . 5 AhE 1 BRE RE X 6
KYTH 2T 25, 3278 MSSA F i 245 1 76 T PEHb X R
Lo N R EA Y N =0 S
4 7 it

AW —E FE B b R T 5 K b X MRSA Al
MSSA () Ff B 43 T 5 AE K 1 24 3% . H i MRSA DU
ST239-MRSA- Il 4 %5 4 %55 il MSSA 43+ 21 51| 0]
B 2R, ST121 55 & 8 71 . 2 5l 24 0 bR 19 K
L AR R 7E TR R 4 A R JER U B B 45 R BR DG T MRSA
Ah MSSA D) H A5 737 14 B 1 DA R R i 7™ 02 1) i 245 T
PR BT B T R
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