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Abstract: Prostate cancer is one of the most common malignancies in the male genitourinary system,and
its incidence is increasing, which seriously threatens the health of men. MicroRNAs (miRNAs) are an endoge-
nous,non-coding, single-stranded RNA consisting of 21 to 25 nucleotides that act on the mRNA of a target
gene to regulate the entire metabolic process of the cell,such as metastasis,invasion,inflammation, cell cycle
and apoptosis. At present,miRNAs have become one of the most popular research areas in biomedicine for the
regulation and function of prostate cancer and other tumor diseases. This article discusses the latest advances

in the role of abnormal expression of miRNAs in prostate cancer and provides theoretical basis and ideas for

further research.
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il %) & gv DUL45 4 ffd, R H RT-RNA Fl Western
blot ¥ # M miR-503 fil TPD52L2 mRNA [ 7K &
TPD52L.2 & A M Fik 7K, | Transwell 1 MTT 43
BT A 0 B 200 i ) B A3 B g 0. DL OR 48 3 miR-
503 7 Hij 51) B 95 20 Jit v 1) 2% 32 B X i 81 9 1 VR
FEFIBLE] . 455 & BT 51 g 41 404 TPD52L2 3%
kB o miR-503 3 ik F& fik; TargetScan ¥
TPD52L2 4 3'dE % X (3' UTR) % % 1 miR-503 1y
AR ;553 (4L BA M X B 4 A HE L $5 U miR-503
ALY A DUL4S 48 g b miR-503 Ay 26 3k 3 14
TPD52L.2 mRNA FI# [ /K ¥ 2 3% FAK 3 55 40 i 5L
D E D WO B PR, X S 45 R R B] miR-503
F3t R T TPD52L2 5 53 #1i% f1 DU145 41
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GUAN %7 % B 25 344K Ht vk 1 371 i 98 (CRPC)
ZH 2 L I 3 2% A0 4 1 81 IR R CADPC) 41 41 miR-744
() 23k K F B 5, H CRPC 40 g (DU145 #1 PC3 41 fif
PO I B 2R IR AR 1 1T 81 B 9 CATPC) 4 g (LN-
CaP-AD 1 miR-744 % ik /K F & 2 & F ADPC 41 g
(LNCaP),J3f H miR-744 fy £ kK FE 5 CRPC B #F 11
ARG, 5K PT miR-744 S A% 1 R s 41
NC ZE 172 . miR-NC ., miR-744 K4 %% Yu 5] PC3 .,
Dul45 Fl LNCaP-AT 4ff ffd v, 3 3 43 #fr & B 5 5t NC
FRZATIRAA L BT miR-744 52 4% 17 R B & 410 i PC3.
DU145 I LNCaP-AT 41 Jifd 1) 3% 58 . 3 8% F1 12 28 5 AH
Hi . 5 miR-NC 5 YLt miR-744 B3 ) 3 #3818
EWER T LNCaP 20 M i 3 58 L 15 R 1R 28 . 3l 4 Bt
R ZFRIBE w15 B0 Hr A1 Western blot, #f— 4 %k
B miR-744 3@ & 80 (7 4 FH F Wnt/B-catenin {5 514 5
2 A 58 45 9 (L 5 SFRP1., GSK3g. TLE3 #il
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YL aifb iy CD44 " DU145 4iififs \PC3 F1 LACP9 4 Jifd
IR B AR e B AR . R ] miR-199a-3p
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00 1] 01 40 B 9 T L {0 miR-375 T vt S 2 BEAR T 40 g
Xt 22 VA BTG TT I BURE . Sl — 25 B T 24 AL
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B 1 T 25 M L i 48 PC3R 4i i v B miR-21 i 761
FIAE 20 M miR-21 TR 5 5 24 M X 22 78 il 38 Sk .
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(SPRY2) j& RTK {55 (1 B4 B 7] o ] FH A i g
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