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The relationship between folate, MTHFR gene C677T polymorphism and cervical cancer”
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Abstract: Objective To investigate the relationship between serum folate,5,10-methylene tetrahydrofo-
late reductase (MTHFR) gene C677T polymorphism and cervical cancer. Methods The study included 82
women with cervical cancer and 82 healthy controls. Genotyping for the MTHFR C677T polymorphism was
analyzed by polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) technique. Ser-
um folate was measured by electrochemiluminescence method. Relationships of serum folate, MTHFR gene
C677T polymorphism and cervical cancer were analyzed. Results The levels of serum folate in patient group
[(8.63%5.63) pg/L] were significantly higher than in control group [( 10.8445.99)g/L ], the difference
was statistically significant (¢=2.43,P=0.016). The highest genotype frequency of MTHFR was CT type in
both patient group and control group. The TT type in patient group was higher than CC type,which was sig-
nificantly different in control group (3*=7.529,P=0.023). The allele frequency of C was higher than T in
patient group,which was significantly different in control group (XZ =5.903,P=0.015). Comparing with CC
type,the risk of cervical cancer was significantly increased in patient with MTHFR gene of TT type (OR=
3.485,95%CI:1.331—09.122). But there was no significantly increased risk in patients with CT type (OR=
1.752,95%CI.:0. 810 — 3. 789). Without folate deficiency, the odd ratios of cervical cancer in patients with
MTHFR gene of TT was 2. 057 times higher than that in those with wild type (CC,95%CI:0.455—9. 304).
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With folate deficiency,the odd ratios of cervical cancer in patients with MTHFR gene of TT increased to 4.
354 times than that in those with wild type (CC,95%CI:1.195—15. 865). Conclusion MTHFR gene C677T

polymorphism is a susceptible factor for cervical cancer,and the TT type of this gene can increase the risk of

cervical cancer. The risk of cervical cancer is the highest among people with folate deficiency and MTHFR

gene of TT type.
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TT 19 6 4.354(1.195~15. 865) 5.231 0.022
3 it AR O PR ER SR AL AL 4ERFHLIA DNA IE &

B S0 e SR T LR g 10 5 R L M BOE S E
BRI R 2H 50 T3 Kbl sE T KB 5 27
o B GAAE Ho0 K AT B SR R WL FRE TE 2014
AR U RO B E A L R B R R
AU, RJE T BIR4EE R 1] 2 5 DNA 1A
AH AL, R sk = W5 8 DNA L {6 5 %
DNA & & B i DT 1S i e & 26 0 VRS . B s A
WFoE 4 b B2 B = 1T e 5 E S0 R AR % DA G, 3
WA — B S5 . A BEGT A A B AR A
Bkt BRI R /KT, & B S0 AR I Y I R UK
- 5 AT R AL, 5 2 R B B R ik
Z ] BEHG e SR R A I FE R

MTHFR J& i @ AR i o B o 1) SC 58 il , BB AS mT 3
fEAE N5 NTO-SF F 356 O & i 12 5% 4k oy NS-H 36 O &

LN .25 DNA & . MTHFR JEH BA 17
MRESME, W WM 2B A8 Co77T, H B A4 7l
(COP] RHE ML RAE AT (CT) 807
SRAR RS (TT), C677T o 5 i 58 48 W] 3 5
MTHFER % A Bl 3 M ol 22 Hoh 24 5 8 (CT) i 3% 7
A AR (CO W 65 % , 144 AL CTT) [ G 1 )
HA 30% A4 . MTHFER B i P 4 A 7] S 300
MR KOF T B 51 DNA H S L 57 % f DNA & 5
BEf . AT RES SR kAR R RS R . B NS A
FEAEH C677T 2285 2L M K . 8 ik % &
EoE R R N IR G B o i s
MTHFR 3L C677T 225 EAT R, 25 3 8o . o
GE IR B REAS G5 A 5L IR 40 AT A & Hew P, B B
AR A E BUm B L a5 B CTD i Lt i ok



Bt i EZRE 201943 AF 40 5% 6 4

Int J Lab Med,March 2019, Vol. 40,No. 6

30.5% . 3 T BT (13, 4% R 45 o7 e R 9 2%
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