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Analysis of Clostridium difficile infection in 67 hospitalized patients with diarrhea
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Abstract : Objective To investigate the infection of Clostridium difficile in patients with diarrhea in the
Cancer Hospital Affiliated to Harbin Medical University. Methods A total of 67 fecal samples were collected
from diarrhea patients in hospital. Anaerobic isolation culture by selective medium. Real-time fluorescence
quantitative PCR was used to detect clostridium difficile toxin genes tcdA, tedB, cdtA and cdtB,and MLST
typing was performed for the strains, and clinical data were analyzed. Results Among the 67 samples, 10
strains of clostridium difficile (14. 9%) were detected,among which 8 strains were positive for both toxin A
gene and toxin B gene (80.0%) and 2 strains were positive for toxin B gene (20.0%). A total of 5 ST types
were detected. According to the risk factors analysis of clostridium difficile patients,the use of fluoroquinolo-
nes was an independent risk factor of CDI (OR value=3. 125, P<C0. 05). Conclusion Some of the patients in
the Cancer Hospital Affiliated to Harbin Medical University were infected with Clostridium difficile. The use
of fluoroquinolones were related to Clostridium difficile infection.
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