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Analysis of Epstein-Barr virus load characteristic based on ddPCR technology
and comparison with qPCR technology
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Abstract: Objective To solve the problem that the real-time fluorescent quantitative PCR(qPCR)is not
suitable for the clinical diagnosis of EBV in clinical work,and to explore the ability of droplet digital PCR
(ddPCR)and qPCR to detect EBV load and provide a possible solution for the clinical work. Methods The
plasma samples of 510 patients suspected of Epstein-Barr virus (EBV) infection were collected and the EBV-
DNA load of the same plasma sample was measured by ddPCR and qPCR. Results Among EBV-infected pop-
ulations,the EBV-DNA load was lower than in other regions,and the median load was only 360 copies/mL.
The median viral load of patients with newly diagnosed nasopharyngeal carcinoma was 4 590 copies/mL. After
treatment,the median viral load in patients with pharyngeal cancer was 430 copies/mL. The median viral load
in patients with low immunity was 130 copies/ml ,and the median viral load in patients with lymphoma was
840 copies/mL. The limit value of EBV infection detected by gqPCR was 400 copies/mL. Above 400
copies/mL.,ddPCR and qPCR EBV-DNA levels were moderately correlated(» =0. 533, P <C0. 05) , which was
lower than 400 copies/mL,the correlation between ddPCR and qPCR EBV-DNA levels were weakly correlated
(r=0.299 5,P<C0.05); The results were based on ddPCR,and the sensitivity of qPCR to detect EBV-DNA
was only 0. 317. Based on the results of ddPCR,the receiver operating characteristic curve for gPCR was con-
structed and the area under the curve was 0. 871, the cut-off value(qPCR) was 10 copies/mlL,the sensitivity
was 0. 824 ,and the specificity was 0. 780. Conclusion Detecting EBV-DNA load using ddPCR method or opti-
mizing the cut-off value of qPCR can provide favorable support for clinical diagnosis of EBV infection.
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