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Abstract:Objective To explore the expression of mitochondrial ribosomal protein L13 (MRPL13) be-
tween breast carcinoma and normal breast tissues based on Oncomine,cBioPortal,cancer cell line encyclopedia
(CCLE) and the human protein atlas database, and analyze the relationship between the expression of MR-
PL13 and prognosis of breast carcinoma patients. Methods Firstly, through both Oncomine and cBioPortal
database to find out the different expression of MRPIL13 in breast carcinoma and normal tissue and analyze the
expression of MRPL13 in cell line by CCLE database. After that,through the human protein atlas database to
analyze the protein expression level of MRPL13 in breast cancer. Then to establish MRPL13 co-expression
network by String database and to conduct GO enrichment and KEGG pathway analysis for this network by
DAVID database. Next, through cBioPortal and Kaplan-Meier Plot to analyze the overall survival of breast
cancer patients with MRPL13. Results MRPIL13 was obviously over-expressed in breast cancer based on On-
comine database(P=75. 55X 10 7). cBioPortal database showed that among about 43% of the 816 samples
MRPIL13 was up-regulated in breast cancer. CCLE database also found MRPL13 was over-expression in cell

line of breast cancer. Through the human protein atlas database to identify MRPL13 protein was moderate ex-
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pression in breast cancer and mainly expression in cytoplasmic or membranous. Finally, both cBioPortal and

Kaplan-Meier Plotter reveal patients with the over-expressed level of MRPL13 might obviously reduce surviv-

al rate( P <<0. 05). Conclusion

over-expressed MRPL13 in breast cancer may predict lower survival,which al-

so could regard as one of the prognostic biomarkers for breast cancer patients.
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