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Abstract: Objective To analyze the distribution of non-tuberculous mycobacteria(NTM) strains detected
in a hospital during 2019, s0 as to guide clinical practice. Methods NTM isolates were collected from sputum,
bronchoalveolar lavage fluid(BALF) and other samples in a hospital during 2019, which were identified to the
species level byl6S rRNA and hsp65 gene sequencing. At the same time, the results of interferon-Y release as-
says(IGRA) were also collected to analyze the changes of IGRA in different NTM infections. Results The da-
ta of 183 NTM samples were collected. Only one isolate was chosen for further study if more isolates have the
same identification results in a patient. Among the patients, males were 47. 0% (86/183) and females were
53.0%(97/183). There were 19 people in the youth group(20—<C45 years old),67 people in the middle age
group (45—<C65 years old) ,and 97 people in the old age group(=65 years old). Furthermore,17 NTM species
were identified and the top of 4 species included isolates of Mycobacterium intracellulare[ 54. 6% (100/183) |,
Mycobacterium abscess[ 12. 0% (22/183) ], Mycobacterium avium[ 9. 3% (17/183) ] and Mycobacterium kansa-
sii 4. 4% (8/183) ]. There were 97 NTM patients(53.0%) in the elderly group,of whom 43. 3% were males
and 56. 7% were females. Moreover,IGRA test was performed on 120 of 183 patients,with a positive rate of
27.5%(33/120). There was no significant differences in IGRA results between the fast-growing Mycobacteri-

um group and the slow-growing Mycobacterium group(X*=0.252,P =0. 616). Conclusion In the infections
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caused by NTM, Mycobacterium intracellulare and Mycobacterium abscessus are the main pathogenic bacteri-

a,especially in elderly people older than or equal to 65 years. IGRA results have no clear diagnostic value for

NTM infection.
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