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An overview of the clinical manifestations of novel coronavirus
infection and its laboratory detection methods”
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Abstract: The severe acute respiratory syndrome coronavirus 2(SARS-CoV-2) belongs to the genus Coro-
navirus, which is an RNA virus transmitted through the respiratory tract. It has high infectivity. It is listed by
the World Health Organization as one of the most harmful viruses to humans. There is no vaccine approved
for marketing SARS-CoV-2 at present. The corona virus diseases 2019(COVID-19)caused by this virus needs
to be confirmed by laboratory tests. In order to understand the research progress of SARS-CoV-2, this article
reviews the virus characteristics,epidemiology,and laboratory detection technology,with a view to providing a
reference for the diagnosis and prevention of SARS-CoV-2.
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