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Abstract: Objective  To investigate the associations between neutrophil cytoplasmic factor 4 (NCF4)
rs4821544T/C polymorphism and inflammatory bowel disease(IBD) risk in Caucasian population. Methods
Case-control studies on the associations between the NCF4 rs4821544T/C polymorphism and IBD were com-
prehensively searched. All the related studies were further strictly selected according to the inclusion criteria.
odds ratios (OR) with 95% CI were used to assess the associations between rs4821544T/C polymorphism and
IBD risk in Caucasian population. Results A total of 22 317 subjects were included in 15 case-control studies,
including 8 155 patients with Crohn's disease,3 257 patients with ulcerative colitis and 10 905 healthy con-
trols. The results of meta-analysis showed that rs4821544t/C polymorphism was significantly associated with
Crohn's disease susceptibility[ CC vs. TT:OR (95%CI)=1.38(1.17—1.51),P =0. 000; CC/TC vs. TT:0OR
(95%CI)=1.11(1.05—1.21),P=0.039; CC vs. TC/TT:OR (95%CI)=1.30(1.13—1.47),P =0.000) ].
However,rs4821544T/C polymorphism and susceptibility to ulcerative colitis were not statistically significant
[CC ws. TT:OR(95%CI)=1.11€0.90—1.36),P =0.296; TC vs. TT:OR=1.04(0. 94—1.14),P =0. 441;
CC/TC vs. TT:OR (95%CI)=1.04(0.95—1.18),P=0.381;CC ws. TC/TT:0OR (95%CI)=1.06(0. 90—
1.24),P=0.429]. Conclusion The susceptibility of Crohn’s disease in Caucasian population is related to
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NCF4 rs4821544T/C polymorphism,while ulcerative colitis is not related to this gene polymorphism.
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