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Abstract: The spread of the severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) worldwide
has been a huge threat to world public health. At present, the options for preventing and treating of SARS-
CoV-2 are still very limited. It is urgent to analyze the pathogenic mechanism of viral infections and develop
therapeutic vaccines. At the same time, the development of rapid and effective SARS-CoV-2 laboratory testing
technology is essential for the rapid diagnosis of infection cases, the elimination of suspected cases, and the
promotion of prevention and control of epidemics and clinical treatment. This article introduced "how to un-
derstand SARS-CoV-2" from the aspects of the structural characteristics, genetic variation characteristics,
pathogenic mechanisms and potential drug targets of the SARS-CoV-2;Meanwhile, based on clinical testing,
our review answered "How to detect SARS-CoV-2",by focusing on existing laboratory testing technology and
problem analysis, point-of-care testing and high-throughput virus screening chips and other new virus screen-
ing technologies. At the end of the article, we summarized the main points of how to ensure the safety of labo-
ratory practitioners.
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Recognition and research progress of normoalbuminuric diabetic kidney disease
FENG Qian' ,FENG Jiafu"®
(1. College of Medical Technology sChengdu University of Traditional Chinese Medicine ,
Chengdu ,Sichuan 611137,China ;2. Department of Clinical Laboratory ,Mianyang Central
Hospital sMianyang ,Sichuan 621000,China)

Abstract: Diabetic kidney disease (DKD) is the most important microvascular complication of diabetes
mellitus,and it is also the main cause of end-stage kidney disease (ESKD) in diabetic patients. Clinically,albu-
minuria is generally considered to be one of the most significant clinical symptoms of DKD from occurrence to
progression to ESKD,and is the main basis for the diagnosis of DKD. However, more and more studies have
found that a portion of diabetes patients in the clinic in recent years,have accompanied by glomerular filtration
dysfunction after kidney injury, but still appear as "normal albuminuria"”, which is named normoalbuminuric
DKD (NADKD). Literature search shows that there are few reports on the research of NADKD at home and
abroad,and it has not yet attracted enough clinical attention. In this paper,the incidence, prevalence,laboratory
testing, possible molecular mechanism and research statcs of NADKD were reviewed.

Key words: urine albumin-creatinine ratio; diabetic kidney disease; kidney injury; glomerular filtration rate
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