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Study on the expression level and diagnostic value of long-chain non-coding RNA NEATI,
IL-6 and TNF-a in tuberculous infection”
CHEN Min',YU Yun' ., ZHANG Yan' .CHANG Kai'.PI Yan**"
(1. Department o f Clinical Laboratory ;2. Department of Neurology ,Daping Hospital ,
Army Medical University ,Chongqging ,400042,China)

Abstract: Objective To investigate the expression levels and diagnostic value of long-chain non-coding
RNA NEAT (LncRNA NEATI1) ,inflammatory factors interleukin (IL.)-6 and tumor necrosis factor (TNF)-a
in tuberculosis. Methods According to the "WS 288-2017 Diagnosis of Tuberculosis" criteria, 15 patients with
active tuberculosis (active tuberculosis group) and 22 healthy controls (healthy control group) were enrolled.
Peripheral blood was collected and mononuclear cells were isolated. Fluorescence quantitative PCR was used to
detect the expression levels of LncRNA NEATI1, TNF-a, IL.-6 in peripheral blood mononuclear cells, and
Graphpad prism 5 was used for data processing and receiver operating characteristic (ROC) curve drawing.
Results The expression of LncRNA NEATI in peripheral blood mononuclear cells of active tuberculosis
group was increased when compared with healthy control group.and the difference was statistically significant
(P<C0. 001). The expression level of cytokine IL.-6 increased,compared with the healthy control group,and
the difference was statistically significant (P<C0. 05). The expression level of TNF-a was up-regulated in the
active tuberculosis group,and the difference was statistically significant compared with the healthy control
group (P <C0. 01). ROC curve analysis showed that in the evaluation of individual indicators, LncRNA
NEATI-1 had the best specificity and sensitivity, respectively 95. 45% and 93. 33%, and the arca under the
curve (AUC) was 0. 969 7. Conclusion The expression levels of LncRNA NEAT1,11L.-6 and TNF-a are ele-
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vated in patients with active pulmonary tuberculosis. LncRNA NEATI1 may be involved in the occurrence and

development of tuberculosis by regulating the expression of inflammatory factors.
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