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tract infection based on multiplex PCR and next generation sequencing technology "
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Abstract: Objective To establish a rapid and high-throughput detection method AC-seq based on multi-
plex PCR and next generation sequencing technology for 20 common pathogenic bacteria that caused lower re-
spiratory tract infections. Methods According to bioinformatics analysis, 20 kinds of common pathogens of
lower respiratory tract infection specific primers were designed and the sensitivity and specificity of primers by
PCR reaction were evaluated. A multiplex PCR amplification system that could perform next generation se-
quencing technology was established. Thirty four clinical alveolar lavage fluid samples were collected,and pre-
liminary tests on the detection methods were conducted,and the clinical culture results were compared to eval-
uate the detection effect. Results All primers had good sensitivity and specificity. In the clinical specimen de-
tection, AC-seq detected 13 kinds of pathogenic bacteria, culture method detected 8 kinds; AC-seq detection
positive rate was 79. 41 % ,culture method was 32. 35% ,the difference was statistically significant (P<C0.05).
AC-seq detection sensitivity was 100% ,and the agreement rate with culture method was 50%. The detection
time was shorter than the culture method by at least 1 day. Conclusion Based on multiplex PCR and next
generation sequencing technology.a rapid and high-throughput detection method for 20 common pathogenic
bacteria in lower respiratory tract infections has been successfully established.
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